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Crosstabs 

 

 

 

Notes 

Output Created 20-MAR-2025 18:20:16 

Comments  

Input Data D:\Downloads\uje.sav 

Active Dataset DataSet2 

Filter <none> 

Weight <none> 

Split File <none> 

N of Rows in Working 

Data File 

66 

Missing Value 

Handling 

Definition of Missing User-defined missing 

values are treated as 

missing. 

Cases Used Statistics for each table 

are based on all the cases 

with valid data in the 

specified range(s) for all 

variables in each table. 

Syntax CROSSTABS 

  /TABLES=feses BY 

jaringan 

  /FORMAT=AVALUE 

TABLES 

  /STATISTICS=CHISQ 

  /CELLS=COUNT 

TOTAL 

  /COUNT ROUND 

CELL. 

Resources Processor Time 00:00:00,02 

Elapsed Time 00:00:00,03 

Dimensions Requested 2 

Cells Available 524245 

 

 

Case Processing Summary 

 

Cases 

Valid Missing Total 

N Percent N Percent N Percent 

feses * jaringan 66 100.0% 0 0.0% 66 100.0% 
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feses * jaringan Crosstabulation 

 

jaringan 

Total wild type mutasi 

feses wild type Count 48 9 57 

% of Total 72.7% 13.6% 86.4% 

mutasi Count 1 8 9 

% of Total 1.5% 12.1% 13.6% 

Total Count 49 17 66 

% of Total 74.2% 25.8% 100.0% 

 

 

Chi-Square Tests 

 Value df 

Asymptotic 

Significance 

(2-sided) 

Exact Sig. (2-

sided) 

Exact Sig. (1-

sided) 

Pearson Chi-Square 21.719a 1 .000   

Continuity Correctionb 18.065 1 .000   

Likelihood Ratio 19.305 1 .000   

Fisher's Exact Test    .000 .000 

Linear-by-Linear 

Association 

21.390 1 .000 
  

N of Valid Cases 66     

a. 1 cells (25.0%) have expected count less than 5. The minimum expected count is 2.32. 

b. Computed only for a 2x2 table 

 

 

CROSSTABS 

  /TABLES=jk patologi histologi lokasi stadium BY jaringan feses 

  /FORMAT=AVALUE TABLES 

  /STATISTICS=CHISQ 

  /CELLS=COUNT TOTAL 

  /COUNT ROUND CELL. 

 

 

 

Crosstabs 

 

 

 

Notes 

Output Created 20-MAR-2025 18:21:09 

Comments  

Input Data D:\Downloads\uje.sav 

Active Dataset DataSet2 

Filter <none> 

Weight <none> 
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Split File <none> 

N of Rows in Working 

Data File 

66 

Missing Value 

Handling 

Definition of Missing User-defined missing 

values are treated as 

missing. 

Cases Used Statistics for each table 

are based on all the cases 

with valid data in the 

specified range(s) for all 

variables in each table. 

Syntax CROSSTABS 

  /TABLES=jk patologi 

histologi lokasi stadium 

BY jaringan feses 

  /FORMAT=AVALUE 

TABLES 

  /STATISTICS=CHISQ 

  /CELLS=COUNT 

TOTAL 

  /COUNT ROUND 

CELL. 

Resources Processor Time 00:00:00,03 

Elapsed Time 00:00:00,05 

Dimensions Requested 2 

Cells Available 524245 

 

 

Case Processing Summary 

 

Cases 

Valid Missing Total 

N Percent N Percent N Percent 

jk * jaringan 66 100.0% 0 0.0% 66 100.0% 

jk * feses 66 100.0% 0 0.0% 66 100.0% 

patologi * jaringan 66 100.0% 0 0.0% 66 100.0% 

patologi * feses 66 100.0% 0 0.0% 66 100.0% 

histologi * jaringan 66 100.0% 0 0.0% 66 100.0% 

histologi * feses 66 100.0% 0 0.0% 66 100.0% 

lokasi * jaringan 66 100.0% 0 0.0% 66 100.0% 

lokasi * feses 66 100.0% 0 0.0% 66 100.0% 

stadium * jaringan 66 100.0% 0 0.0% 66 100.0% 

stadium * feses 66 100.0% 0 0.0% 66 100.0% 

 

 

jk * jaringan 
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Crosstab 

 

jaringan 

Total wild type mutasi 

jk wanita Count 20 7 27 

% of Total 30.3% 10.6% 40.9% 

pria Count 29 10 39 

% of Total 43.9% 15.2% 59.1% 

Total Count 49 17 66 

% of Total 74.2% 25.8% 100.0% 

 

 

Chi-Square Tests 

 Value df 

Asymptotic 

Significance 

(2-sided) 

Exact Sig. (2-

sided) 

Exact Sig. (1-

sided) 

Pearson Chi-Square .001a 1 .979   

Continuity Correctionb .000 1 1.000   

Likelihood Ratio .001 1 .979   

Fisher's Exact Test    1.000 .599 

Linear-by-Linear 

Association 

.001 1 .979 
  

N of Valid Cases 66     

a. 0 cells (0.0%) have expected count less than 5. The minimum expected count is 6.95. 

b. Computed only for a 2x2 table 

 

 

jk * feses 

 

 

 

Crosstab 

 

feses 

Total wild type mutasi 

jk wanita Count 25 2 27 

% of Total 37.9% 3.0% 40.9% 

pria Count 32 7 39 

% of Total 48.5% 10.6% 59.1% 

Total Count 57 9 66 

% of Total 86.4% 13.6% 100.0% 

 

 

Chi-Square Tests 

 Value df 

Asymptotic 

Significance 

(2-sided) 

Exact Sig. (2-

sided) 

Exact Sig. (1-

sided) 

Pearson Chi-Square 1.505a 1 .220   
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Continuity Correctionb .743 1 .389   

Likelihood Ratio 1.610 1 .205   

Fisher's Exact Test    .290 .196 

Linear-by-Linear 

Association 

1.483 1 .223 
  

N of Valid Cases 66     

a. 1 cells (25.0%) have expected count less than 5. The minimum expected count is 3.68. 

b. Computed only for a 2x2 table 

 

 

patologi * jaringan 

 

 

 

Crosstab 

 

jaringan 

Total wild type mutasi 

patologi adenokarsinoma Count 48 15 63 

% of Total 72.7% 22.7% 95.5% 

musinosum Count 1 1 2 

% of Total 1.5% 1.5% 3.0% 

signet ring cell Count 0 1 1 

% of Total 0.0% 1.5% 1.5% 

Total Count 49 17 66 

% of Total 74.2% 25.8% 100.0% 

 

 

Chi-Square Tests 

 Value df 

Asymptotic 

Significance 

(2-sided) 

Pearson Chi-Square 3.622a 2 .163 

Likelihood Ratio 3.376 2 .185 

Linear-by-Linear 

Association 

3.470 1 .062 

N of Valid Cases 66   

a. 4 cells (66.7%) have expected count less than 5. The 

minimum expected count is .26. 

 

 

patologi * feses 

 

 

 

Crosstab 

 

feses 

Total wild type mutasi 
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patologi adenokarsinoma Count 56 7 63 

% of Total 84.8% 10.6% 95.5% 

musinosum Count 1 1 2 

% of Total 1.5% 1.5% 3.0% 

signet ring cell Count 0 1 1 

% of Total 0.0% 1.5% 1.5% 

Total Count 57 9 66 

% of Total 86.4% 13.6% 100.0% 

 

 

Chi-Square Tests 

 Value df 

Asymptotic 

Significance 

(2-sided) 

Pearson Chi-Square 8.920a 2 .012 

Likelihood Ratio 5.851 2 .054 

Linear-by-Linear 

Association 

8.751 1 .003 

N of Valid Cases 66   

a. 4 cells (66.7%) have expected count less than 5. The 

minimum expected count is .14. 

 

 

histologi * jaringan 

 

 

 

Crosstab 

 

jaringan 

Total wild type mutasi 

histologi well diff Count 33 10 43 

% of Total 50.0% 15.2% 65.2% 

moderately diff Count 12 5 17 

% of Total 18.2% 7.6% 25.8% 

poor diff Count 4 2 6 

% of Total 6.1% 3.0% 9.1% 

Total Count 49 17 66 

% of Total 74.2% 25.8% 100.0% 

 

 

Chi-Square Tests 

 Value df 

Asymptotic 

Significance 

(2-sided) 

Pearson Chi-Square .440a 2 .803 

Likelihood Ratio .429 2 .807 
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Linear-by-Linear 

Association 

.427 1 .514 

N of Valid Cases 66   

a. 3 cells (50.0%) have expected count less than 5. The 

minimum expected count is 1.55. 

 

 

histologi * feses 

 

 

 

Crosstab 

 

feses 

Total wild type mutasi 

histologi well diff Count 40 3 43 

% of Total 60.6% 4.5% 65.2% 

moderately diff Count 13 4 17 

% of Total 19.7% 6.1% 25.8% 

poor diff Count 4 2 6 

% of Total 6.1% 3.0% 9.1% 

Total Count 57 9 66 

% of Total 86.4% 13.6% 100.0% 

 

 

Chi-Square Tests 

 Value df 

Asymptotic 

Significance 

(2-sided) 

Pearson Chi-Square 5.009a 2 .082 

Likelihood Ratio 4.627 2 .099 

Linear-by-Linear 

Association 

4.843 1 .028 

N of Valid Cases 66   

a. 2 cells (33.3%) have expected count less than 5. The 

minimum expected count is .82. 

 

 

lokasi * jaringan 

 

 

 

Crosstab 

 

jaringan 

Total wild type mutasi 

lokasi kolon kanan Count 5 6 11 

% of Total 7.6% 9.1% 16.7% 

kolon kiri Count 8 4 12 
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% of Total 12.1% 6.1% 18.2% 

rektum Count 36 7 43 

% of Total 54.5% 10.6% 65.2% 

Total Count 49 17 66 

% of Total 74.2% 25.8% 100.0% 

 

 

Chi-Square Tests 

 Value df 

Asymptotic 

Significance 

(2-sided) 

Pearson Chi-Square 7.147a 2 .028 

Likelihood Ratio 6.665 2 .036 

Linear-by-Linear 

Association 

7.019 1 .008 

N of Valid Cases 66   

a. 2 cells (33.3%) have expected count less than 5. The 

minimum expected count is 2.83. 

 

 

lokasi * feses 

 

 

 

Crosstab 

 

feses 

Total wild type mutasi 

lokasi kolon kanan Count 8 3 11 

% of Total 12.1% 4.5% 16.7% 

kolon kiri Count 12 0 12 

% of Total 18.2% 0.0% 18.2% 

rektum Count 37 6 43 

% of Total 56.1% 9.1% 65.2% 

Total Count 57 9 66 

% of Total 86.4% 13.6% 100.0% 

 

 

Chi-Square Tests 

 Value df 

Asymptotic 

Significance 

(2-sided) 

Pearson Chi-Square 3.635a 2 .162 

Likelihood Ratio 4.931 2 .085 

Linear-by-Linear 

Association 

.404 1 .525 

N of Valid Cases 66   
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a. 2 cells (33.3%) have expected count less than 5. The 

minimum expected count is 1.50. 

 

 

stadium * jaringan 

 

 

 

Crosstab 

 

jaringan 

Total wild type mutasi 

stadium stadium 2 Count 11 1 12 

% of Total 16.7% 1.5% 18.2% 

stadium 3 Count 33 5 38 

% of Total 50.0% 7.6% 57.6% 

stadium 4 Count 5 11 16 

% of Total 7.6% 16.7% 24.2% 

Total Count 49 17 66 

% of Total 74.2% 25.8% 100.0% 

 

 

Chi-Square Tests 

 Value df 

Asymptotic 

Significance 

(2-sided) 

Pearson Chi-Square 20.525a 2 .000 

Likelihood Ratio 18.955 2 .000 

Linear-by-Linear 

Association 

14.927 1 .000 

N of Valid Cases 66   

a. 2 cells (33.3%) have expected count less than 5. The 

minimum expected count is 3.09. 

 

 

stadium * feses 

 

 

 

Crosstab 

 

feses 

Total wild type mutasi 

stadium stadium 2 Count 12 0 12 

% of Total 18.2% 0.0% 18.2% 

stadium 3 Count 36 2 38 

% of Total 54.5% 3.0% 57.6% 

stadium 4 Count 9 7 16 

% of Total 13.6% 10.6% 24.2% 
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Total Count 57 9 66 

% of Total 86.4% 13.6% 100.0% 

 

 

Chi-Square Tests 

 Value df 

Asymptotic 

Significance 

(2-sided) 

Pearson Chi-Square 16.477a 2 .000 

Likelihood Ratio 14.976 2 .001 

Linear-by-Linear 

Association 

12.551 1 .000 

N of Valid Cases 66   

a. 2 cells (33.3%) have expected count less than 5. The 

minimum expected count is 1.64. 

 

 

 


