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Lampiran 1. Sekuens gen COIl ikan kerapu dari TPl Pota dan TPI Paotere

1. Sekuens gen COI L1EL
TTACGTATGGTGCCTGAGCCGGTATAGTAGGAACCGCCCTCAGCCTGCTTAT
TCGAGCTGAGCTGAGCCAGCCAGGGGCCCTACTTGGCGATGATCAAATTTAT
AACGTAATTGTAACAGCACATGCTTTCGTGATAATGTACCTTCTTTATAGTAAT
ACCAATTATGATTGGTGGCTTCGGAAACTGACTCATCCCACTTATGATTGGTG
CCCCAGACATGGCATTCCCCCGAATGAATAATATGAGCTTCTGACTCCTCCC
CCCATCATTCCTGCTTCTTCTAGCCTCCTCTGGAGTAGAAGCCGGAGCTTCA
TAACGGTCTATCCACCTTTAGCCGGGAACTTAGCCTTATGCCACGCAGGAAG
TAGTCCGTAGATTTAACCATCTTCTCACTACATCTAGCGGGGATCTCATCAAT
TCTAGGAGCAATTAACTTTATTACAACAATATTGTATTAACATAAAACCCCCAG
CCATTTCCCAGTACCAAACACCTTTATTTGTGTGAGCTGTCCTAATTACAGCA
GTTCTGCTGCTTCTGTCTCTTCCAGTCCTTGCTGCCGGTATTACAATACTTTT
AACAGACCGTAATCTTAACACCACTTTCTTTGACCCGGCCGGAGGGGGAGAC
CCTATTCTCTAC

2. Sekuens gen COI L1PL

CATTGGCACCCTTTATCTTGTATTTGGTGCCTGAGCCGGTATAGTAGGAACCG
CCCTCAGCCTGCTTATTCGAGCTGAGCTGAGCCAGCCAGGGGCCCTGCTCGG
CGATGATCAAATTTATAACGTAATTGTTACAGCACATGCTTTCGTAATAATTTTC
TTTATAGTAATACCAATTATGATTGGTGGCTTCGGAAACTGACTCATTCCACTTA
TAATCGGTGCCCCAGACATGGCATTCCCTCGAATGAATAATATAAGCTTCTGG
CTCCTCCCCCCATCCTTCCTGCTTCTACTAGCCTCCTCCGGAGTAGAAGCCGG
GGCTGGCACTGGTTGAACGGTCTATCCGCCTCTAGCCGGAAACCTAGCCCAC
GCAGGTGCATCCGTGGATTTAACCATCTTCTCACTACATCTAGCAGGGGTCTC
ATCAATCCTAGGGGCAATTAACTTTATTACAACGATTATTAACATAAAACCCCC
CGCTATTTCCCAATACCAAACACCTTTGTTTGTATGAGCTGTTTTAATTACGGC
AGTCCTGCTGCTCCTATCTCTTCCCGTCCTTGCCGCCGGTATTACAATACTCTT
AACGGACCGAAATCTCAACACTACTTTCTTTGACCCAGCCGGAGGGGGGGAC
CCCATCTCTACCAACACT-ATTCTGATTCA

3. Sekuens gen COI L2EL

TGAGCTGGAATGGTAGGAACTGCCTTAAGCCTACTAATTCGTGCAGAACTAAG
CCAGCCAGGGGCTCTCTTAGGCGATGACCAGATCTATAATGTAATCGTTACTG
CCCACGCATTCGTGATGATCTTCTTTATAGTAATGCCAATCATGATTGGCGGGT
TCGGAAACTGACTTATTCCTCTGATAATCGGCGCTCCTGATATAGCATTTCCTC
GAATAAATAACATAAGCTTCTGACTTCTCCCTCCTTCTTTCTTACTACTCCTTGC
CTCGTCTGGCGTAGAAGCGGGTGCTGGTACTGGATGAACAGTCTATCCACCC
CTGGCAGGTAATCTAGCCCACGCAGGTGCTTCTGTTGACTTAACTATTTTCTCT
CTTCACTTAGCAGGTATTTCATCAATTCTAGGGGCAATTAATTTCATTACAACTA
TTATTAACATAAAACCCCCAGCTATTTCTCAATACCAAACACCCCTCTTTGTCTG
AGCCGTACTTATCACTGCTGTATTGCTTCTTCTCTCCCTTCCAGTTCTCGCTGC
CGGTATTACAATATTATTAACAGACCGTAACCTTAACACCACTTTCTTTGACC
CAGCGGGAGGGGGAGACCCTATCTTACCAACACTATT
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4. Sekuens gen COIl L2PL

TAAGTGTTGGTAGAGATGGGGTCCCCCCCTCCGGCTGGGTCAAAGAAAGTAG
TGTTGAGATTTCGGTCCGTTAAGAGTATTGTAATACCGGCGGCAAGGACGGGA
AGAGATAGGAGCAGCAGGACTGCCGTAATTAAAACAGCTCATACAAACAAAGG
TGTTTGGTATTGGGAAATAGCGGGGGGTTTTATGTTAATAATCGTTGTAATAAA
GTTAATTGCCCCTAGGATTGATGAGACCCCTGCTAGATGTAGTGAGAAGATGG
TTAAATCCACGGATGCACCTGCGTGGGCTAGGTTTCCGGCTAGAGGCGGATA
GACCGTTCAACCAGTGCCAGCCCCGGCTTCTACTCCGGAGGAGGCTAGTAGA
AGCAGGAAGGATGGGGGGAGGAGCCAGAAGCTTATATTATTCATTCGAGGGA
ATGCCATGTCTGGGGCACCGATTATAAGTGGAATGAGTCAGTTTCCGAAGCCA
CCAATCATAATTGGTATTACTATAAAGAAAATTATTACGAAAGCATGTGCTGTAA
CAATTACGTTATAAATTTGATCATCGCCGAGCAGGGCCCCTGGCTGGCTCAGC
TCAGCTCGAATAAGCAGGCTGAGGGCGGTTCCTACTATACCGGCTCAGGCAC
CAAATCAAGATAAAG
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Lampiran 2. Situs polimorfisme ikan kerapu yang diambil drai TPl Paotere dan TPI

Pota berdasarkan gen mitokondria COI.
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Polimorphik Site
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