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1. Hasil pengobatan 
 

 Mulai 

pengobatan 

Akhir bulan 

ke-2 

Akhir Bulan 

Ke- 5 

Akhir Bulan 

Ke- 6 

Tanggal     

Hasil 

Pemeriksaan 

BTA 

    

 

2. Hasil Pemeriksaan darah rutin 
 

No Jenis Pemeriksaan Nilai Rujukan Hasil 

    

    

    

    

    

    

    

    

    

 

3. Hasil Pemeriksaan foto toraks 
 

Jenis Pemeriksaan Hasil Pemeriksaan 

  



 

 

 

MASTER TABEL PENELITIAN 
 
 
 

 
No 

 
umur 

 

pekerj 

aan 

 
JK 

 

Tk 

Pend 

 

Status 

Nikah 

 

Status 

Gizi 

 
status DM 

Hasil 

Lab 

BTA 

Lesi 

pada 

paru 

pemeriksaan darah rutin Hasil 

pengoba 

tan 

Strain 

MTBC 

Jenis 

Strain 

MTBC 

 

Lama 

pengobatan 
Anemia Leukositosis Neutrofilia 

11-16 4-10 2-7 

1 4 1 1 4 1 1 1 1 2 2 2 2 2 2 2 178 

2 3 6 1 1 2 2 2 3 1 2 2 2 2 2 4 167 

3 2 5 2 1 1 2 2 3 1 2 2 2 2 1 1 169 

4 4 2 2 5 1 1 2 3 1 2 2 2 2 1 1 164 

5 5 5 2 1 1 2 2 2 1 1 2 1 2 1 2 173 

6 5 3 1 2 1 1 2 1 1 1 2 1 2 2 3 181 

7 2 3 1 3 1 2 1 1 2 2 1 2 2 2 2 162 

8 5 6 1 1 1 1 2 1 1 1 1 2 2 2 1 167 

9 2 6 1 2 2 1 2 1 1 1 1 1 1 1 4 165 

10 1 6 1 1 2 3 2 1 1 2 2 1 1 1 6 145 

11 1 4 2 3 2 1 2 3 2 2 2 2 2 2 1 172 

12 4 1 2 5 1 3 2 1 2 2 2 2 2 1 3 172 

13 3 5 2 2 1 2 1 1 2 1 2 2 1 1 5 142 

14 5 3 1 4 1 1 2 3 1 2 2 2 1 2 2 146 

15 3 3 1 2 2 2 2 3 1 2 1 1 2 2 1 160 

16 3 3 1 3 1 2 2 2 2 2 2 2 2 2 5 164 

17 2 6 1 3 1 3 2 1 1 1 1 1 2 2 7 167 

18 4 5 2 2 1 1 2 3 2 2 2 2 2 1 2 152 

19 1 6 2 3 2 1 2 3 2 2 2 2 2 1 2 172 

20 1 4 2 3 2 2 2 3 2 2 2 2 2 2 2 181 

21 5 3 1 3 1 2 2 1 1 2 1 1 2 2 3 162 

22 1 6 1 2 2 1 2 3 1 1 1 1 2 2 2 173 

23 2 3 1 5 2 1 2 2 2 2 1 1 2 1 3 167 

24 1 3 1 3 2 2 2 3 1 2 2 2 2 2 6 168 

25 1 3 1 3 2 2 2 3 1 2 1 1 2 2 4 172 

26 4 1 1 5 1 2 2 1 1 2 2 1 2 1 1 182 



 

 

 

27 2 4 1 3 2 2 2 3 1 1 1 2 2 2 2 176 

28 2 3 2 3 1 2 2 1 2 1 1 1 2 2 3 166 

29 2 5 2 3 1 1 2 1 2 2 1 1 2 2 2 181 

30 4 3 1 2 1 2 1 3 2 1 2 1 1 1 8 172 

31 5 5 2 2 1 2 2 2 2 1 2 2 2 2 3 168 

32 4 3 1 1 1 3 1 1 1 2 1 1 2 2 1 167 

33 3 5 2 2 1 2 2 2 2 1 2 1 1 2 2 167 

34 5 5 2 1 1 1 1 2 1 2 1 1 2 2 5 174 

35 2 3 1 3 1 3 2 1 2 2 2 2 2 2 3 169 

36 4 3 1 3 1 2 1 2 2 2 2 2 2 2 6 173 

37 4 5 2 2 1 3 1 1 2 2 2 2 2 2 5 176 

38 1 6 1 2 2 2 2 1 1 1 1 1 2 2 5 168 

39 5 1 1 2 1 1 2 2 2 2 2 2 2 2 3 168 

40 4 5 2 3 1 3 2 1 2 1 1 1 2 2 5 167 

41 5 1 1 3 1 1 1 3 2 2 2 2 1 1 1 142 

42 2 5 2 3 1 2 1 1 1 2 2 2 2 2 7 170 

43 4 6 1 1 1 2 1 3 1 1 1 1 1 2 2 165 

44 4 2 1 2 1 1 2 1 1 2 2 2 2 2 8 167 

45 4 3 1 3 1 1 2 1 1 1 1 1 2 2 7 151 

46 2 5 2 1 1 2 2 1 1 1 2 2 2 2 1 168 

47 2 3 2 3 2 1 2 3 2 2 1 1 2 1 3 170 

48 2 5 2 2 1 2 2 2 1 2 1 1 2 2 1 166 

49 2 3 2 2 1 2 1 1 1 2 2 1 2 2 5 174 

50 5 6 1 2 1 1 2 1 1 2 2 2 2 2 4 167 

51 3 6 1 1 1 2 2 1 1 2 1 2 2 2 6 170 

52 5 6 1 3 2 2 2 1 1 2 2 2 2 2 5 165 

53 2 6 1 3 1 2 2 1 1 2 2 2 2 2 5 152 

54 2 3 1 3 1 2 2 3 1 2 2 2 2 2 7 168 

55 3 3 1 4 1 3 1 2 2 1 1 1 1 2 5 148 

 

Keterangan 

Umur Pekerjaan Tingkat pendidikan Jenis Kelamin (JK) status pernikah status HIV 



 

 

 
1= 15-24 tahun 

2= 25-34 tahun 

1= ASN/TNI/Polri 

2=Dosen 

1= SD 

2=SMP 

1= Laki-laki 

2= Perempuan 

1= menikah 1= positif 

2= belum menik  2= negatif 

3= 35-44 tahun 

4= 45-54 tahun 

5= 55-64 tahun 

3= Karyawan swasta 

4= Mahasiswa 

5= Ibu rumah tangga 

6= tidak bekerja 

3=SMA 

4=S1 

5=S2 

  

 
lesi paru Status anemia leukositosis Neutrofilia Status Gizi Riwayat keluarga terpapar covid 

 

1= ya 

2=tidak 

1= ya 

2= tidak 

1= ya 

2= tidak 

1=ya 

2=tidak 

1=Kurus (IMT < 1=ya 

2=Normal (IMT 2=tidak 

    
3= lebih (IMT >25) 

 
 

 
Hasil Pengobatan 

1= gagal pengobatan 

2= sembuh 

Strain MTBC 

1= Strain Beijing 

2= Strain non-Beijing 

Status Diabetes melitus 

1= Ya 

2=tidak 

Jenis Strain MTBC 

1= Strain Beijing 

2= EAI 

 
3= LAM 

4= S 

5= Dehi/CAS 

6= Haarlem 

7= Cameroon 

8=TUR 
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Crosstabs 
 

Case Processing Summary 
 

 Cases 

Valid Missing Total 

N Percent N Percent N Percent 

umur * Strain MTBC 55 100.0% 0 .0% 55 100.0% 

Jenis kelamin * Strain 
MTBC 

55 100.0% 0 .0% 55 100.0% 

Pekerjaan * Strain MTBC 55 100.0% 0 .0% 55 100.0% 

tingkat pendidikan * 
Strain MTBC 

55 100.0% 0 .0% 55 100.0% 

 
 

 
umur * Strain MTBC 

 

Crosstab 
 

 Strain MTBC  

 
Total 

 
Strain Beijing 

Strain non- 
Beijing 

umur 16-25 tahun Count 

% within umur 

2 

25.0% 

6 

75.0% 

8 

100.0% 

26-35 tahun Count 

% within umur 

4 

25.0% 

12 

75.0% 

16 

100.0% 

36-45 tahun Count 

% within umur 

1 

14.3% 

6 

85.7% 

7 

100.0% 

46-55 tahun Count 

% within umur 

5 

38.5% 

8 

61.5% 

13 

100.0% 

56-65 tahun Count 

% within umur 

2 

18.2% 

9 

81.8% 

11 

100.0% 

Total Count 

% within umur 

14 

25.5% 

41 

74.5% 

55 

100.0% 

 
 

 
Jenis kelamin * Strain MTBC 



Crosstab 
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 Strain MTBC  

 
Total 

 
Strain Beijing 

Strain non- 
Beijing 

Jenis kelamin Laki-laki Count 

% within Jenis kelamin 

6 

17.6% 

28 

82.4% 

34 

100.0% 

Perempuan Count 

% within Jenis kelamin 

8 

38.1% 

13 

61.9% 

21 

100.0% 

Total Count 

% within Jenis kelamin 

14 

25.5% 

41 

74.5% 

55 

100.0% 

 
 

 

Pekerjaan * Strain MTBC 
 

Crosstab 
 

 Strain MTBC  

 
Total 

 
Strain Beijing 

Strain non- 
Beijing 

Pekerjaan ASN/TNI/POLRI Count 

% within Pekerjaan 

3 2 5 

 60.0% 40.0% 100.0% 

 Dosen Count 

% within Pekerjaan 

1 1 2 

 50.0% 50.0% 100.0% 

 Karyawan swasta Count 

% within Pekerjaan 

3 16 19 

 15.8% 84.2% 100.0% 

 Mahasiswa Count 

% within Pekerjaan 

0 3 3 

 .0% 100.0% 100.0% 

 Ibu Rumah Tangga Count 

% within Pekerjaan 

4 9 13 

 30.8% 69.2% 100.0% 

 Tidak bekerja Count 

% within Pekerjaan 

3 10 13 

 23.1% 76.9% 100.0% 

Total  Count 14 41 55 

  % within Pekerjaan 25.5% 74.5% 100.0% 

 
 

 
tingkat pendidikan * Strain MTBC 



Crosstab 
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 Strain MTBC  

 
Total 

 
Strain Beijing 

Strain non- 
Beijing 

tingkat pendidikan SD Count 

% within tingkat 
pendidikan 

3 7 10 

 30.0% 70.0% 100.0% 

 SMP Count 

% within tingkat 
pendidikan 

4 12 16 

 25.0% 75.0% 100.0% 

 SMA Count 

% within tingkat 
pendidikan 

3 19 22 

 13.6% 86.4% 100.0% 

 S1 Count 

% within tingkat 
pendidikan 

0 3 3 

 .0% 100.0% 100.0% 

 S2 Count 

% within tingkat 
pendidikan 

4 0 4 

 100.0% .0% 100.0% 

Total  Count 14 41 55 

  % within tingkat 
pendidikan 25.5% 74.5% 100.0% 

 
 

 

Frequencies 
 

hasil pengobatan 
 

  
Frequency 

 
Percent 

 
Valid Percent 

Cumulative 
Percent 

Valid Gagal pengobatan 9 16.4 16.4 16.4 

Sembuh 46 83.6 83.6 100.0 

Total 55 100.0 100.0  

 
 

 
Crosstabs 

 

Case Processing Summary 
 

 Cases 

Valid Missing Total 

N Percent N Percent N Percent 

Strain MTBC * hasil 
pengobatan 

55 100.0% 0 .0% 55 100.0% 
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 Cases 

Valid Missing Total 

N Percent N Percent N Percent 

Jenis Strain MTBC * hasil 
pengobatan 

55 100.0% 0 .0% 55 100.0% 

 
 

 

Strain MTBC * hasil pengobatan 
 

Crosstab 
 

 hasil pengobatan  

 
Total 

Gagal 
pengobatan 

 
Sembuh 

Strain MTBC Strain Beijing Count 

Expected Count 

% within Strain MTBC 

5 9 14 

 2.3 11.7 14.0 

 35.7% 64.3% 100.0% 

 Strain non-Beijing Count 

Expected Count 

% within Strain MTBC 

4 37 41 

 6.7 34.3 41.0 

 9.8% 90.2% 100.0% 

Total  Count 9 46 55 

  Expected Count 9.0 46.0 55.0 

  % within Strain MTBC 16.4% 83.6% 100.0% 

 
Chi-Square Tests 

 

  
Value 

 
df 

Asymp. Sig. 
(2-sided) 

Exact Sig. (2- 
sided) 

Exact Sig. (1- 
sided) 

Pearson Chi-Square 5.138a 1 .023   

Continuity Correction b 3.417 1 .065   

Likelihood Ratio 4.558 1 .033   

Fisher's Exact Test    .037 .037 

Linear-by-Linear 
Association 

5.045 1 .025 
  

N of Valid Cases b 55     

 

a. 1 cells (25,0%) have expected count less than 5. The minimum expected count is 2,29. 

b. Computed only for a 2x2 table 
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Risk Estimate 
 

  

Value 

95% Confidence Interval 

Lower Upper 

Odds Ratio for Strain 
MTBC (Strain Beijing / 
Strain non-Beijing) 

 

5.139 
 

1.143 
 

23.102 

For cohort hasil 
pengobatan = Gagal 
pengobatan 

 

3.661 
 

1.140 
 

11.753 

For cohort hasil 
pengobatan = Sembuh 

.712 .476 1.066 

N of Valid Cases 55   

 
 

 
Jenis Strain MTBC * hasil pengobatan 

 

Crosstab 
 

 hasil pengobatan  

 
Total 

Gagal 
pengobatan 

 
Sembuh 

Jenis Strain MTBC Strain Beijing Count 

Expected Count 

% within Jenis Strain 
MTBC 

5 9 14 

 2.3 11.7 14.0 

 35.7% 64.3% 100.0% 

 EAI Count 

Expected Count 

% within Jenis Strain 
MTBC 

1 11 12 

 2.0 10.0 12.0 

 8.3% 91.7% 100.0% 

 LAM Count 

Expected Count 

% within Jenis Strain 
MTBC 

1 9 10 

 1.6 8.4 10.0 

 10.0% 90.0% 100.0% 

 S Count 

Expected Count 

% within Jenis Strain 
MTBC 

0 6 6 

 1.0 5.0 6.0 

 .0% 100.0% 100.0% 

 Delhi/CAS Count 

Expected Count 

% within Jenis Strain 
MTBC 

1 5 6 

 1.0 5.0 6.0 

 16.7% 83.3% 100.0% 

 Haarlem Count 

Expected Count 

% within Jenis Strain 
MTBC 

1 3 4 

 .7 3.3 4.0 

 25.0% 75.0% 100.0% 

 Cameroon Count 

Expected Count 

0 2 2 

 .3 1.7 2.0 
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Crosstab 
 

 hasil pengobatan  

 
Total 

Gagal 
pengobatan 

 
Sembuh 

Jenis Strain MTBC Cameroon % within Jenis Strain 
MTBC .0% 100.0% 100.0% 

 TUR Count 

Expected Count 

% within Jenis Strain 
MTBC 

0 1 1 

 .2 .8 1.0 

 .0% 100.0% 100.0% 

Total  Count 9 46 55 

  Expected Count 9.0 46.0 55.0 

  % within Jenis Strain 
MTBC 16.4% 83.6% 100.0% 

 
Chi-Square Tests 

 

  
Value 

 
df 

Asymp. Sig. 
(2-sided) 

Pearson Chi-Square 6.671a 7 .464 

Likelihood Ratio 7.481 7 .381 

Linear-by-Linear 
Association 

1.584 1 .208 

N of Valid Cases 55   

a. 11 cells (68,8%) have expected count less than 5. The minimum expected count 
is ,16. 

 

Risk Estimate 
 

 Value 

Odds Ratio for Jenis 
Strain MTBC (Strain 
Beijing / EAI) 

 
 

a 

a. Risk Estimate statistics cannot be computed. They are only computed for a 2*2 
table without empty cells. 

 
 
 

Crosstabs 
 

Case Processing Summary 
 

 Cases 

Valid Missing Total 

N Percent N Percent N Percent 

Status Gizi * hasil 
pengobatan 

55 100.0% 0 .0% 55 100.0% 

Diabetes Melitus * hasil 
pengobatan 

55 100.0% 0 .0% 55 100.0% 
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 Cases 

Valid Missing Total 

N Percent N Percent N Percent 

lesi paru hasil radiologi * 
hasil pengobatan 

55 100.0% 0 .0% 55 100.0% 

Status anemia * hasil 
pengobatan 

55 100.0% 0 .0% 55 100.0% 

leukositosis * hasil 
pengobatan 

55 100.0% 0 .0% 55 100.0% 

neutrofilia * hasil 
pengobatan 

55 100.0% 0 .0% 55 100.0% 

 
 

 

Status Gizi * hasil pengobatan 
 

Crosstab 
 

 hasil pengobatan  

 
Total 

Gagal 
pengobatan 

 
Sembuh 

Status Gizi Kurang (<18·5) Count 

Expected Count 

% within Status Gizi 

3 16 19 

 3.1 15.9 19.0 

 15.8% 84.2% 100.0% 

        Count 4 24 28 

 Expected Count 4.6 23.4 28.0 

 % within Status Gizi 14.3% 85.7% 100.0% 

 Lebih (>25) Count 

Expected Count 

% within Status Gizi 

2 6 8 

 1.3 6.7 8.0 

 25.0% 75.0% 100.0% 

Total  Count 9 46 55 

  Expected Count 9.0 46.0 55.0 

  % within Status Gizi 16.4% 83.6% 100.0% 

 
Chi-Square Tests 

 

  
Value 

 
df 

Asymp. Sig. 
(2-sided) 

Pearson Chi-Square .529a 2 .768 

Likelihood Ratio .484 2 .785 

Linear-by-Linear 
Association 

.185 1 .667 

N of Valid Cases 55   

a. 3 cells (50,0%) have expected count less than 5. The minimum expected count 
is 1,31. 
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 Value 

Odds Ratio for Status Gizi 
(Kurang (<18·5) / Normal 

 
 

a 

a. Risk Estimate statistics cannot be computed. They are only computed for a 2*2 
table without empty cells. 

 
 
 

Diabetes Melitus * hasil pengobatan 
 

Crosstab 
 

 hasil pengobatan  

 
Total 

Gagal 
pengobatan 

 
Sembuh 

Diabetes Melitus Ya Count 

Expected Count 

% within Diabetes Melitus 

5 8 13 

 2.1 10.9 13.0 

 38.5% 61.5% 100.0% 

 Tidak Count 

Expected Count 

% within Diabetes Melitus 

4 38 42 

 6.9 35.1 42.0 

 9.5% 90.5% 100.0% 

Total  Count 9 46 55 

  Expected Count 9.0 46.0 55.0 
  % within Diabetes Melitus 16.4% 83.6% 100.0% 

 

Chi-Square Tests 
 

  
Value 

 
df 

Asymp. Sig. 
(2-sided) 

Exact Sig. (2- 
sided) 

Exact Sig. (1- 
sided) 

Pearson Chi-Square 6.074a 1 .014   

Continuity Correction b 4.144 1 .042   

Likelihood Ratio 5.281 1 .022   

Fisher's Exact Test    .026 .026 

Linear-by-Linear 
Association 

5.964 1 .015 
  

N of Valid Cases b 55     

 

a. 1 cells (25,0%) have expected count less than 5. The minimum expected count is 2,13. 

b. Computed only for a 2x2 table 
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Value 

95% Confidence Interval 

Lower Upper 

Odds Ratio for Diabetes 
Melitus (Ya / Tidak) 

5.938 1.299 27.143 

For cohort hasil 
pengobatan = Gagal 
pengobatan 

 

4.038 
 

1.268 
 

12.861 

For cohort hasil 
pengobatan = Sembuh 

.680 .438 1.057 

N of Valid Cases 55   

 
 

 

lesi paru hasil radiologi * hasil pengobatan 
 

Crosstab 
 

 hasil pengobatan  

 
Total 

Gagal 
pengobatan 

 
Sembuh 

lesi paru hasil radiologi Ya Count 

Expected Count 

% within lesi paru hasil 
radiologi 

4 

5.2 

12.5% 

28 

26.8 

87.5% 

32 

32.0 

100.0% 

Tidak Count 

Expected Count 

% within lesi paru hasil 
radiologi 

5 

3.8 

21.7% 

18 

19.2 

78.3% 

23 

23.0 

100.0% 

Total Count 9 46 55 

 Expected Count 9.0 46.0 55.0 

 % within lesi paru hasil 
radiologi 16.4% 83.6% 100.0% 

 
Chi-Square Tests 

 

  
Value 

 
df 

Asymp. Sig. 
(2-sided) 

Exact Sig. (2- 
sided) 

Exact Sig. (1- 
sided) 

Pearson Chi-Square .835a 1 .361   

Continuity Correction b .296 1 .586   

Likelihood Ratio .823 1 .364   

Fisher's Exact Test    .467 .291 

Linear-by-Linear 
Association 

.819 1 .365 
  

N of Valid Cases b 55     

 

a. 1 cells (25,0%) have expected count less than 5. The minimum expected count is 3,76. 

b. Computed only for a 2x2 table 
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Value 

95% Confidence Interval 

Lower Upper 

Odds Ratio for lesi paru 
hasil radiologi (Ya / Tidak) 

.514 .122 2.175 

For cohort hasil 
pengobatan = Gagal 
pengobatan 

 

.575 
 

.173 
 

1.910 

For cohort hasil 
pengobatan = Sembuh 

1.118 .869 1.439 

N of Valid Cases 55   

 
 

 

Status anemia * hasil pengobatan 
 

Crosstab 
 

 hasil pengobatan  

 
Total 

Gagal 
pengobatan 

 
Sembuh 

Status anemia Ya Count 

Expected Count 

% within Status anemia 

6 12 18 

 2.9 15.1 18.0 

 33.3% 66.7% 100.0% 

 tidak Count 

Expected Count 

% within Status anemia 

3 34 37 

 6.1 30.9 37.0 

 8.1% 91.9% 100.0% 

Total  Count 9 46 55 

  Expected Count 9.0 46.0 55.0 
  % within Status anemia 16.4% 83.6% 100.0% 

 

Chi-Square Tests 
 

  
Value 

 
df 

Asymp. Sig. 
(2-sided) 

Exact Sig. (2- 
sided) 

Exact Sig. (1- 
sided) 

Pearson Chi-Square 5.630a 1 .018   

Continuity Correction b 3.938 1 .047   

Likelihood Ratio 5.283 1 .022   

Fisher's Exact Test    .046 .026 

Linear-by-Linear 
Association 

5.528 1 .019 
  

N of Valid Cases b 55     

 

a. 1 cells (25,0%) have expected count less than 5. The minimum expected count is 2,95. 

b. Computed only for a 2x2 table 



Risk Estimate 

Page 11 

 

 

 

  

Value 

95% Confidence Interval 

Lower Upper 

Odds Ratio for Status 
anemia (Ya / tidak) 

5.667 1.222 26.280 

For cohort hasil 
pengobatan = Gagal 
pengobatan 

 

4.111 
 

1.159 
 

14.585 

For cohort hasil 
pengobatan = Sembuh 

.725 .516 1.020 

N of Valid Cases 55   

 
 

 

leukositosis * hasil pengobatan 
 

Crosstab 
 

 hasil pengobatan  

 
Total 

Gagal 
pengobatan 

 
Sembuh 

leukositosis ya Count 

Expected Count 

% within leukositosis 

3 19 22 

 3.6 18.4 22.0 

 13.6% 86.4% 100.0% 

 tidak Count 

Expected Count 

% within leukositosis 

6 27 33 

 5.4 27.6 33.0 

 18.2% 81.8% 100.0% 

Total  Count 9 46 55 

  Expected Count 9.0 46.0 55.0 
  % within leukositosis 16.4% 83.6% 100.0% 

 

Chi-Square Tests 
 

  
Value 

 
df 

Asymp. Sig. 
(2-sided) 

Exact Sig. (2- 
sided) 

Exact Sig. (1- 
sided) 

Pearson Chi-Square .199a 1 .655   

Continuity Correction b .006 1 .941   

Likelihood Ratio .203 1 .652   

Fisher's Exact Test    .727 .478 

Linear-by-Linear 
Association 

.196 1 .658 
  

N of Valid Cases b 55     

 

a. 1 cells (25,0%) have expected count less than 5. The minimum expected count is 3,60. 

b. Computed only for a 2x2 table 
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Value 

95% Confidence Interval 

Lower Upper 

Odds Ratio for 
leukositosis (ya / tidak) 

.711 .158 3.200 

For cohort hasil 
pengobatan = Gagal 
pengobatan 

 

.750 
 

.209 
 

2.688 

For cohort hasil 
pengobatan = Sembuh 

1.056 .838 1.330 

N of Valid Cases 55   

 
 

 

neutrofilia * hasil pengobatan 
 

Crosstab 
 

 hasil pengobatan  

 
Total 

Gagal 
pengobatan 

 
Sembuh 

neutrofilia Ya Count 

Expected Count 

% within neutrofilia 

6 19 25 

 4.1 20.9 25.0 

 24.0% 76.0% 100.0% 

 tidak Count 

Expected Count 

% within neutrofilia 

3 27 30 

 4.9 25.1 30.0 

 10.0% 90.0% 100.0% 

Total  Count 9 46 55 

  Expected Count 9.0 46.0 55.0 
  % within neutrofilia 16.4% 83.6% 100.0% 

 

Chi-Square Tests 
 

  
Value 

 
df 

Asymp. Sig. 
(2-sided) 

Exact Sig. (2- 
sided) 

Exact Sig. (1- 
sided) 

Pearson Chi-Square 1.953a 1 .162   

Continuity Correction b 1.064 1 .302   

Likelihood Ratio 1.963 1 .161   

Fisher's Exact Test    .273 .151 

Linear-by-Linear 
Association 

1.917 1 .166 
  

N of Valid Cases b 55     

 

a. 2 cells (50,0%) have expected count less than 5. The minimum expected count is 4,09. 

b. Computed only for a 2x2 table 
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Value 

95% Confidence Interval 

Lower Upper 

Odds Ratio for neutrofilia 
(Ya / tidak) 

2.842 .631 12.802 

For cohort hasil 
pengobatan = Gagal 
pengobatan 

 

2.400 
 

.667 
 

8.634 

For cohort hasil 
pengobatan = Sembuh 

.844 .657 1.085 

N of Valid Cases 55   

 
 

 

Crosstabs 
 

Case Processing Summary 
 

 Cases 

Valid Missing Total 

N Percent N Percent N Percent 

Strain MTBC * hasil 
pengobatan * Status Gizi 

55 100.0% 0 .0% 55 100.0% 

 
Strain MTBC * hasil pengobatan * Status Gizi Crosstabulation 

 

 

 
Status Gizi 

hasil pengobatan  

 
Total 

Gagal 
pengobatan 

 
Sembuh 

Kurang (<18·5) Strain MTBC Strain Beijing Count 

Expected Count 

% within Strain MTBC 

2 5 7 

  1.1 5.9 7.0 

  28.6% 71.4% 100.0% 

  Strain non-Beijing Count 

Expected Count 

% within Strain MTBC 

1 11 12 

  1.9 10.1 12.0 

  8.3% 91.7% 100.0% 

 Total  Count 

Expected Count 

% within Strain MTBC 

3 16 19 

 3.0 16.0 19.0 

 15.8% 84.2% 100.0% 
 

 Strain MTBC Strain Beijing Count 

Expected Count 

% within Strain MTBC 

2 3 5 

 .7 4.3 5.0 

 40.0% 60.0% 100.0% 

 Strain non-Beijing Count 

Expected Count 

% within Strain MTBC 

2 21 23 

 3.3 19.7 23.0 

 8.7% 91.3% 100.0% 

Total  Count 

Expected Count 

4 24 28 

4.0 24.0 28.0 
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Strain MTBC * hasil pengobatan * Status Gizi Crosstabulation 
 

 

 
Status Gizi 

hasil pengobatan  

 
Total 

Gagal 
pengobatan 

 
Sembuh 

 

 Total  % within Strain MTBC 14.3% 85.7% 100.0% 

Lebih (>25) Strain MTBC Strain Beijing Count 

Expected Count 

% within Strain MTBC 

1 1 2 

  .5 1.5 2.0 

  50.0% 50.0% 100.0% 

  Strain non-Beijing Count 

Expected Count 

% within Strain MTBC 

1 5 6 

  1.5 4.5 6.0 

  16.7% 83.3% 100.0% 

 Total  Count 

Expected Count 

% within Strain MTBC 

2 6 8 

 2.0 6.0 8.0 

 25.0% 75.0% 100.0% 

 
Chi-Square Tests 

 

 
Status Gizi 

 
Value 

 
df 

Asymp. Sig. 
(2-sided) 

Exact Sig. (2- 
sided) 

Exact Sig. (1- 
sided) 

Kurang (<18·5) Pearson Chi-Square 1.362a 1 .243   

 Continuity Correction b .265 1 .607   

 Likelihood Ratio 1.314 1 .252   

 Fisher's Exact Test    .523 .296 
 Linear-by-Linear 

Association 1.290 1 .256 
  

 N of Valid Cases b 19     

       Pearson Chi-Square 3.287c 1 .070   

Continuity Correction b 1.228 1 .268   

Likelihood Ratio 2.646 1 .104   

Fisher's Exact Test    .135 .135 

Linear-by-Linear 
Association 3.170 1 .075 

  

N of Valid Cases b 28     

Lebih (>25) Pearson Chi-Square .889d 1 .346   

 Continuity Correction b .000 1 1.000   

 Likelihood Ratio .818 1 .366   

 Fisher's Exact Test    .464 .464 
 Linear-by-Linear 

Association .778 1 .378 
  

 N of Valid Cases b 8     

 
 

a. 2 cells (50,0%) have expected count less than 5. The minimum expected count is 1,11. 

b. Computed only for a 2x2 table 

c. 3 cells (75,0%) have expected count less than 5. The minimum expected count is ,71. 

d. 4 cells (100,0%) have expected count less than 5. The minimum expected count is ,50. 
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Risk Estimate 
 

 

Status Gizi 

 

Value 

95% Confidence Interval 

Lower Upper 

Kurang (<18·5) Odds Ratio for Strain 
MTBC (Strain Beijing / 
Strain non-Beijing) 

 

4.400 

 

.319 

 

60.614 

 For cohort hasil 
pengobatan = Gagal 
pengobatan 

 
3.429 

 
.375 

 
31.319 

 For cohort hasil 
pengobatan = Sembuh .779 .473 1.283 

 N of Valid Cases 19   

       Odds Ratio for Strain 
MTBC (Strain Beijing / 
Strain non-Beijing) 

 
7.000 

 
.700 

 
70.045 

For cohort hasil 
pengobatan = Gagal 
pengobatan 

 
4.600 

 
.836 

 
25.300 

For cohort hasil 
pengobatan = Sembuh .657 .318 1.359 

N of Valid Cases 28   

Lebih (>25) Odds Ratio for Strain 
MTBC (Strain Beijing / 
Strain non-Beijing) 

 
5.000 

 
.150 

 
166.589 

 For cohort hasil 
pengobatan = Gagal 
pengobatan 

 
3.000 

 
.312 

 
28.841 

 For cohort hasil 
pengobatan = Sembuh .600 .143 2.511 

 N of Valid Cases 8   

 
 

 
Crosstabs 

 

Case Processing Summary 
 

 Cases 

Valid Missing Total 

N Percent N Percent N Percent 

Strain MTBC * hasil 
pengobatan * Diabetes 
Melitus 

 

55 
 

100.0% 
 

0 
 

.0% 
 

55 
 

100.0% 

 
Strain MTBC * hasil pengobatan * Diabetes Melitus Crosstabulation 

 

 

 
Diabetes Melitus 

hasil pengobatan  

 
Total 

Gagal 
pengobatan 

 
Sembuh 

Ya Strain MTBC Strain Beijing Count 3 0 3 
   Expected Count 1.2 1.8 3.0 
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Strain MTBC * hasil pengobatan * Diabetes Melitus Crosstabulation 
 

 

 
Diabetes Melitus 

hasil pengobatan  

 
Total 

Gagal 
pengobatan 

 
Sembuh 

Ya Strain MTBC Strain Beijing % within Strain MTBC 100.0% .0% 100.0% 

  Strain non-Beijing Count 

Expected Count 

% within Strain MTBC 

2 8 10 

  3.8 6.2 10.0 

  20.0% 80.0% 100.0% 

 Total  Count 

Expected Count 

% within Strain MTBC 

5 8 13 

 5.0 8.0 13.0 

 38.5% 61.5% 100.0% 

Tidak Strain MTBC Strain Beijing Count 

Expected Count 

% within Strain MTBC 

2 9 11 

  1.0 10.0 11.0 

  18.2% 81.8% 100.0% 

  Strain non-Beijing Count 

Expected Count 

% within Strain MTBC 

2 29 31 

  3.0 28.0 31.0 

  6.5% 93.5% 100.0% 

 Total  Count 

Expected Count 

% within Strain MTBC 

4 38 42 

 4.0 38.0 42.0 

 9.5% 90.5% 100.0% 

 
Chi-Square Tests 

 

 
Diabetes 

 
Melitus 

 
Value 

 
df 

Asymp. Sig. 
(2-sided) 

Exact Sig. (2- 
sided) 

Exact Sig. (1- 
sided) 

Ya Pearson Chi-Square 6.240a 1 .012   

 Continuity Correction b 3.318 1 .069   

 Likelihood Ratio 7.315 1 .007   

 Fisher's Exact Test    .035 .035 
 Linear-by-Linear 

Association 5.760 1 .016 
  

 N of Valid Cases b 13     

Tidak Pearson Chi-Square 1.296c 1 .255   

 Continuity Correction b .293 1 .589   

 Likelihood Ratio 1.155 1 .283   

 Fisher's Exact Test    .277 .277 
 Linear-by-Linear 

Association 1.266 1 .261 
  

 N of Valid Cases b 42     

 

a. 3 cells (75,0%) have expected count less than 5. The minimum expected count is 1,15. 

b. Computed only for a 2x2 table 

c. 2 cells (50,0%) have expected count less than 5. The minimum expected count is 1,05. 
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Risk Estimate 
 

 

Diabetes Melitus 

 

Value 

95% Confidence Interval 

Lower Upper 

Ya For cohort hasil    

 pengobatan = Gagal 
pengobatan 

5.000 1.448 17.271 

 N of Valid Cases 13   

Tidak For cohort hasil 
pengobatan = Gagal 
pengobatan 

 
2.818 

 
.450 

 
17.662 

N of Valid Cases 42   

Odds Ratio for Strain 
MTBC (Strain Beijing / 
Strain non-Beijing) 

 

3.222 

 

.395 

 

26.255 

For cohort hasil 
pengobatan = Sembuh .875 .652 1.173 

 
 

 
Crosstabs 

 

Case Processing Summary 
 

 Cases 

Valid Missing Total 

N Percent N Percent N Percent 

Strain MTBC * hasil 
pengobatan * lesi paru 
hasil radiologi 

 

55 
 

100.0% 
 

0 
 

.0% 
 

55 
 

100.0% 

 
Strain MTBC * hasil pengobatan * lesi paru hasil radiologi Crosstabulation 

 

 

 
lesi paru hasil radiologi 

hasil pengobatan  

 
Total 

Gagal 
pengobatan 

 
Sembuh 

Ya Strain MTBC Strain Beijing Count 

Expected Count 

% within Strain MTBC 

2 4 6 

  .8 5.2 6.0 

  33.3% 66.7% 100.0% 

  Strain non-Beijing Count 

Expected Count 

% within Strain MTBC 

2 24 26 

  3.2 22.8 26.0 

  7.7% 92.3% 100.0% 

 Total  Count 

Expected Count 

% within Strain MTBC 

4 28 32 

 4.0 28.0 32.0 

 12.5% 87.5% 100.0% 

Tidak Strain MTBC Strain Beijing Count 3 5 8 

   Expected Count 1.7 6.3 8.0 

   % within Strain MTBC 37.5% 62.5% 100.0% 
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Strain MTBC * hasil pengobatan * lesi paru hasil radiologi Crosstabulation 
 

 

 
lesi paru hasil radiologi 

hasil pengobatan  

 
Total 

Gagal 
pengobatan 

 
Sembuh 

Tidak Strain MTBC Strain non-Beijing Count 

Expected Count 

% within Strain MTBC 

2 13 15 

 3.3 11.7 15.0 

 13.3% 86.7% 100.0% 

 Total  Count 

Expected Count 

% within Strain MTBC 

5 18 23 

 5.0 18.0 23.0 

 21.7% 78.3% 100.0% 

 
Chi-Square Tests 

 

 
lesi paru hasil radiologi 

 
Value 

 
df 

Asymp. Sig. 
(2-sided) 

Exact Sig. (2- 
sided) 

Exact Sig. (1- 
sided) 

Ya Pearson Chi-Square 2.930a 1 .087   

Continuity Correction b 1.055 1 .304   

Likelihood Ratio 2.373 1 .123   

Fisher's Exact Test    .150 .150 

Linear-by-Linear 
Association 2.839 1 .092 

  

N of Valid Cases b 32     

Tidak Pearson Chi-Square 1.791c 1 .181   

Continuity Correction b .652 1 .419   

Likelihood Ratio 1.720 1 .190   

Fisher's Exact Test    .297 .208 

Linear-by-Linear 
Association 1.713 1 .191 

  

N of Valid Cases b 23     

 

a. 2 cells (50,0%) have expected count less than 5. The minimum expected count is ,75. 

b. Computed only for a 2x2 table 

c. 2 cells (50,0%) have expected count less than 5. The minimum expected count is 1,74. 
 

Risk Estimate 
 

 

lesi paru hasil radiologi 

 

Value 

95% Confidence Interval 

Lower Upper 

Ya Odds Ratio for Strain 
MTBC (Strain Beijing / 
Strain non-Beijing) 

 

6.000 

 

.647 

 

55.661 

 For cohort hasil 
pengobatan = Gagal 
pengobatan 

 
4.333 

 
.755 

 
24.872 

 For cohort hasil 
pengobatan = Sembuh .722 .406 1.286 

 N of Valid Cases 32   



Page 19 

 

 

 

Risk Estimate 
 

 

lesi paru hasil radiologi 

 

Value 

95% Confidence Interval 

Lower Upper 

Tidak Odds Ratio for Strain 
MTBC (Strain Beijing / 
Strain non-Beijing) 

 

3.900 

 

.494 

 

30.758 

 For cohort hasil 
pengobatan = Gagal 
pengobatan 

 
2.812 

 
.585 

 
13.519 

 For cohort hasil 
pengobatan = Sembuh .721 .407 1.278 

 N of Valid Cases 23   

 
 

 
Crosstabs 

 

Case Processing Summary 
 

 Cases 

Valid Missing Total 

N Percent N Percent N Percent 

Strain MTBC * hasil 
pengobatan * Status 
anemia 

 

55 
 

100.0% 
 

0 
 

.0% 
 

55 
 

100.0% 

 
Strain MTBC * hasil pengobatan * Status anemia Crosstabulation 

 

 

 
Status anemia 

hasil pengobatan  

 
Total 

Gagal 
pengobatan 

 
Sembuh 

Ya Strain MTBC Strain Beijing Count 

Expected Count 

% within Strain MTBC 

3 1 4 

  1.3 2.7 4.0 

  75.0% 25.0% 100.0% 

  Strain non-Beijing Count 

Expected Count 

% within Strain MTBC 

3 11 14 

  4.7 9.3 14.0 

  21.4% 78.6% 100.0% 

 Total Count 

Expected Count 

% within Strain MTBC 

6 12 18 

 6.0 12.0 18.0 

 33.3% 66.7% 100.0% 

tidak Strain MTBC Strain Beijing Count 

Expected Count 

% within Strain MTBC 

2 8 10 

 .8 9.2 10.0 

 20.0% 80.0% 100.0% 

 Strain non-Beijing Count 

Expected Count 

% within Strain MTBC 

1 26 27 

 2.2 24.8 27.0 

 3.7% 96.3% 100.0% 
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Strain MTBC * hasil pengobatan * Status anemia Crosstabulation 
 

 

 
Status 

 

 
anemia 

hasil pengobatan  

 
Total 

Gagal 
pengobatan 

 
Sembuh 

tidak Total Count 3 34 37 

  Expected Count 3.0 34.0 37.0 
  % within Strain MTBC 8.1% 91.9% 100.0% 

 
Chi-Square Tests 

 

 
Status 

 
anemia 

 
Value 

 
df 

Asymp. Sig. 
(2-sided) 

Exact Sig. (2- 
sided) 

Exact Sig. (1- 
sided) 

Ya Pearson Chi-Square 4.018a 1 .045   

 Continuity Correction b 1.969 1 .161   

 Likelihood Ratio 3.868 1 .049   

 Fisher's Exact Test    .083 .083 
 Linear-by-Linear 

Association 3.795 1 .051 
  

 N of Valid Cases b 18     

tidak Pearson Chi-Square 2.601c 1 .107   

 Continuity Correction b .874 1 .350   

 Likelihood Ratio 2.262 1 .133   

 Fisher's Exact Test    .172 .172 
 Linear-by-Linear 

Association 2.531 1 .112 
  

 N of Valid Cases b 37     

 

a. 3 cells (75,0%) have expected count less than 5. The minimum expected count is 1,33. 

b. Computed only for a 2x2 table 

c. 2 cells (50,0%) have expected count less than 5. The minimum expected count is ,81. 
 

Risk Estimate 
 

 

Status 

 

anemia 

 

Value 

95% Confidence Interval 

Lower Upper 

Ya Odds Ratio for Strain 
MTBC (Strain Beijing / 
Strain non-Beijing) 

 

11.000 

 

.818 

 

147.864 

 For cohort hasil 
pengobatan = Gagal 
pengobatan 

 
3.500 

 
1.106 

 
11.072 

 For cohort hasil 
pengobatan = Sembuh .318 .057 1.776 

 N of Valid Cases 18   

tidak Odds Ratio for Strain 
MTBC (Strain Beijing / 
Strain non-Beijing) 

 
6.500 

 
.519 

 
81.424 
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Risk Estimate 
 

 

Status anemia 

 

Value 

95% Confidence Interval 

Lower Upper 

tidak For cohort hasil 
pengobatan = Gagal 
pengobatan 

 

5.400 

 

.548 

 

53.228 

 For cohort hasil 
pengobatan = Sembuh .831 .604 1.142 

 N of Valid Cases 37   

 
 

 
Crosstabs 

 

Case Processing Summary 
 

 Cases 

Valid Missing Total 

N Percent N Percent N Percent 

Strain MTBC * hasil 
pengobatan * 
leukositosis 

 

55 
 

100.0% 
 

0 
 

.0% 
 

55 
 

100.0% 

 
Strain MTBC * hasil pengobatan * leukositosis Crosstabulation 

 

 

 
leukositosis 

hasil pengobatan  

 
Total 

Gagal 
pengobatan 

 
Sembuh 

ya Strain MTBC Strain Beijing Count 

Expected Count 

% within Strain MTBC 

1 2 3 

  .4 2.6 3.0 

  33.3% 66.7% 100.0% 

  Strain non-Beijing Count 

Expected Count 

% within Strain MTBC 

2 17 19 

  2.6 16.4 19.0 

  10.5% 89.5% 100.0% 

 Total  Count 

Expected Count 

% within Strain MTBC 

3 19 22 

 3.0 19.0 22.0 

 13.6% 86.4% 100.0% 

tidak Strain MTBC Strain Beijing Count 

Expected Count 

% within Strain MTBC 

4 7 11 

  2.0 9.0 11.0 

  36.4% 63.6% 100.0% 

  Strain non-Beijing Count 

Expected Count 

% within Strain MTBC 

2 20 22 

  4.0 18.0 22.0 

  9.1% 90.9% 100.0% 

 Total  Count 

Expected Count 

% within Strain MTBC 

6 27 33 

 6.0 27.0 33.0 

 18.2% 81.8% 100.0% 
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Chi-Square Tests 
 

 
leukositosis 

 
Value 

 
df 

Asymp. Sig. 
(2-sided) 

Exact Sig. (2- 
sided) 

Exact Sig. (1- 
sided) 

ya Pearson Chi-Square 1.144a 1 .285   

Continuity Correction b .027 1 .869   

Likelihood Ratio .920 1 .338   

Fisher's Exact Test    .371 .371 

Linear-by-Linear 
Association 1.092 1 .296 

  

N of Valid Cases b 22     

tidak Pearson Chi-Square 3.667c 1 .056   

Continuity Correction b 2.062 1 .151   

Likelihood Ratio 3.469 1 .063   

Fisher's Exact Test    .146 .078 

Linear-by-Linear 
Association 3.556 1 .059 

  

N of Valid Cases b 33     

 

a. 3 cells (75,0%) have expected count less than 5. The minimum expected count is ,41. 

b. Computed only for a 2x2 table 

c. 2 cells (50,0%) have expected count less than 5. The minimum expected count is 2,00. 
 

Risk Estimate 
 

 

leukositosis 

 

Value 

95% Confidence Interval 

Lower Upper 

ya Odds Ratio for Strain 
MTBC (Strain Beijing / 
Strain non-Beijing) 

 

4.250 

 

.255 

 

70.753 

 For cohort hasil 
pengobatan = Gagal 
pengobatan 

 
3.167 

 
.400 

 
25.063 

 For cohort hasil 
pengobatan = Sembuh .745 .330 1.683 

 N of Valid Cases 22   

tidak Odds Ratio for Strain 
MTBC (Strain Beijing / 
Strain non-Beijing) 

 
5.714 

 
.852 

 
38.325 

 For cohort hasil 
pengobatan = Gagal 
pengobatan 

 
4.000 

 
.862 

 
18.572 

 For cohort hasil 
pengobatan = Sembuh .700 .439 1.115 

 N of Valid Cases 33   
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Crosstabs 
 

Case Processing Summary 
 

 Cases 

Valid Missing Total 

N Percent N Percent N Percent 

Strain MTBC * hasil 
pengobatan * neutrofilia 

55 100.0% 0 .0% 55 100.0% 

 
Strain MTBC * hasil pengobatan * neutrofilia Crosstabulation 

 

 

 
neutrofilia 

hasil pengobatan  

 
Total 

Gagal 
pengobatan 

 
Sembuh 

Ya Strain MTBC Strain Beijing Count 

Expected Count 

% within Strain MTBC 

3 4 7 

  1.7 5.3 7.0 

  42.9% 57.1% 100.0% 

  Strain non-Beijing Count 

Expected Count 

% within Strain MTBC 

3 15 18 

  4.3 13.7 18.0 

  16.7% 83.3% 100.0% 

 Total  Count 

Expected Count 

% within Strain MTBC 

6 19 25 

 6.0 19.0 25.0 

 24.0% 76.0% 100.0% 

tidak Strain MTBC Strain Beijing Count 

Expected Count 

% within Strain MTBC 

2 5 7 

  .7 6.3 7.0 

  28.6% 71.4% 100.0% 

  Strain non-Beijing Count 

Expected Count 

% within Strain MTBC 

1 22 23 

  2.3 20.7 23.0 

  4.3% 95.7% 100.0% 

 Total  Count 

Expected Count 

% within Strain MTBC 

3 27 30 

 3.0 27.0 30.0 

 10.0% 90.0% 100.0% 
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Chi-Square Tests 
 

 
neutrofilia 

 
Value 

 
df 

Asymp. Sig. 
(2-sided) 

Exact Sig. (2- 
sided) 

Exact Sig. (1- 
sided) 

Ya Pearson Chi-Square 1.895a 1 .169   

Continuity Correction b .731 1 .392   

Likelihood Ratio 1.773 1 .183   

Fisher's Exact Test    .298 .194 

Linear-by-Linear 
Association 1.820 1 .177 

  

N of Valid Cases b 25     

tidak Pearson Chi-Square 3.499c 1 .061   

 

a. 2 cells (50,0%) have expected count less than 5. The minimum expected count is 1,68. 

b. Computed only for a 2x2 table 

c. 2 cells (50,0%) have expected count less than 5. The minimum expected count is ,70. 
 

Chi-Square Tests 
 

 
neutrofilia 

 
Value 

 
df 

Asymp. Sig. 
(2-sided) 

Exact Sig. (2- 
sided) 

Exact Sig. (1- 
sided) 

tidak Continuity Correction b 1.325 1 .250   

Likelihood Ratio 2.902 1 .088   

Fisher's Exact Test    .128 .128 

Linear-by-Linear 
Association 3.382 1 .066 

  

N of Valid Cases b 30     

 

a. 2 cells (50,0%) have expected count less than 5. The minimum expected count is 1,68. 

b. Computed only for a 2x2 table 

c. 2 cells (50,0%) have expected count less than 5. The minimum expected count is ,70. 
 

Risk Estimate 
 

 

neutrofilia 

 

Value 

95% Confidence Interval 

Lower Upper 

Ya Odds Ratio for Strain 
MTBC (Strain Beijing / 
Strain non-Beijing) 

 

3.750 

 

.537 

 

26.188 

 For cohort hasil 
pengobatan = Gagal 
pengobatan 

 
2.571 

 
.673 

 
9.832 

 For cohort hasil 
pengobatan = Sembuh .686 .349 1.345 

 N of Valid Cases 25   

tidak Odds Ratio for Strain 
MTBC (Strain Beijing / 
Strain non-Beijing) 

 
8.800 

 
.661 

 
117.234 
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Risk Estimate 
 

 

neutrofilia 

 

Value 

95% Confidence Interval 

Lower Upper 

tidak For cohort hasil 
pengobatan = Gagal 
pengobatan 

 

6.571 

 

.695 

 

62.125 

 For cohort hasil 
pengobatan = Sembuh .747 .464 1.203 

 N of Valid Cases 30   



Crosstabs 

Case Processing Summary 

 

 

 

 Cases 

Valid Missing Total 

N Percent N Percent N Percent 

Status gizi 1 * hasil 
pengobatan 

47 100.0% 0 .0% 47 100.0% 

 

Status gizi 1 * hasil pengobatan Crosstabulation 
 

 hasil pengobatan  

 
Total 

Gagal 
pengobatan 

 
Sembuh 

Status gizi 1 Kurang Count 

Expected Count 

% within Status gizi 1 

3 16 19 

 2.8 16.2 19.0 

 15.8% 84.2% 100.0% 

 Normal Count 

Expected Count 

% within Status gizi 1 

4 24 28 

 4.2 23.8 28.0 

 14.3% 85.7% 100.0% 

Total  Count 7 40 47 

  Expected Count 7.0 40.0 47.0 
  % within Status gizi 1 14.9% 85.1% 100.0% 

 

Chi-Square Tests 
 

  
Value 

 
df 

Asymp. Sig. 
(2-sided) 

Exact Sig. (2- 
sided) 

Exact Sig. (1- 
sided) 

Pearson Chi-Square .020a 1 .887   

Continuity Correction b .000 1 1.000   

Likelihood Ratio .020 1 .887   

Fisher's Exact Test    1.000 .600 

Linear-by-Linear 
Association 

.020 1 .888 
  

N of Valid Cases b 47     

 

a. 2 cells (50,0%) have expected count less than 5. The minimum expected count is 2,83. 

b. Computed only for a 2x2 table 
 

Risk Estimate 
 

  

Value 

95% Confidence Interval 

Lower Upper 

Odds Ratio for Status gizi 
1 (Kurang / Normal) 

1.125 .221 5.714 

For cohort hasil 
pengobatan = Gagal 
pengobatan 

 

1.105 
 

.278 
 

4.389 

For cohort hasil 
pengobatan = Sembuh 

.982 .768 1.257 

N of Valid Cases 47   



Crosstabs 

Case Processing Summary 

 

 

 

 Cases 

Valid Missing Total 

N Percent N Percent N Percent 

Status Gizi * hasil 
pengobatan 

36 100.0% 0 .0% 36 100.0% 

 

Status Gizi * hasil pengobatan Crosstabulation 
 

 hasil pengobatan  

 
Total 

Gagal 
pengobatan 

 
Sembuh 

Status Gizi        Count 4 24 28 

 Expected Count 4.7 23.3 28.0 

 % within Status Gizi 14.3% 85.7% 100.0% 

 Lebih (>25) Count 

Expected Count 

% within Status Gizi 

2 6 8 

 1.3 6.7 8.0 

 25.0% 75.0% 100.0% 

Total  Count 6 30 36 

  Expected Count 6.0 30.0 36.0 
  % within Status Gizi 16.7% 83.3% 100.0% 

 

Chi-Square Tests 
 

  
Value 

 
df 

Asymp. Sig. 
(2-sided) 

Exact Sig. (2- 
sided) 

Exact Sig. (1- 
sided) 

Pearson Chi-Square .514a 1 .473   

Continuity Correction b .032 1 .858   

Likelihood Ratio .477 1 .490   

Fisher's Exact Test    .596 .403 

Linear-by-Linear 
Association 

.500 1 .480 
  

N of Valid Cases b 36     

 

a. 2 cells (50,0%) have expected count less than 5. The minimum expected count is 1,33. 

b. Computed only for a 2x2 table 
 

Risk Estimate 
 

  

Value 

95% Confidence Interval 

Lower Upper 

Odds Ratio for Status Gizi 
 

Lebih (>25)) 

 

.500 
 

.073 
 

3.406 

For cohort hasil 
pengobatan = Gagal 
pengobatan 

 

.571 
 

.127 
 

2.573 

For cohort hasil 
pengobatan = Sembuh 

1.143 .745 1.753 

N of Valid Cases 36   



 

 

For cohort hasil pengobatan = 

Gagal pengobatan 
4.333 .755 24.872 

For cohort hasil pengobatan = 

Sembuh 
.722 .406 1.286 

N of Valid Cases 32 

Tidak Odds Ratio for Strain MTBC 
(Strain Beijing / Strain non- 3.900 .494 30.758 
Beijing) 
For cohort hasil pengobatan = 

Gagal pengobatan 
2.813 .585 13.519 

For cohort hasil pengobatan = 

Sembuh 
.721 .407 1.278 

N of Valid Cases 23 

Total Odds Ratio for Strain MTBC 
(Strain Beijing / Strain non- 5.139 1.143 23.102 

Beijing) 
For cohort hasil pengobatan = 

Gagal pengobatan 
3.661 1.140 11.753 

For cohort hasil pengobatan = 

Sembuh 
.712 .476 1.066 

N of Valid Cases 55 

 

Kaplan-Meier 

 
 

Case Processing Summary 

 
Total N 

 
N of Events 

Censored 

N Percent 

55 9 46 83.6% 

 

 
Survival Table 

  
 

Time 

 
 

Status 

Cumulative Proportion Surviving at the 
Time 

 

N of Cumulative 
Events 

 

N of Remaining 
Cases Estimate Std. Error 

1 142.000 Gagal pengobatan . . 1 54 

2 142.000 Gagal pengobatan .964 .025 2 53 

3 145.000 Gagal pengobatan .945 .031 3 52 

4 146.000 Gagal pengobatan .927 .035 4 51 

5 148.000 Gagal pengobatan .909 .039 5 50 

6 151.000 Sembuh . . 5 49 
7 152.000 Sembuh . . 5 48 
8 152.000 Sembuh . . 5 47 
9 160.000 Sembuh . . 5 46 
10 162.000 Sembuh . . 5 45 
11 162.000 Sembuh . . 5 44 
12 164.000 Sembuh . . 5 43 
13 164.000 Sembuh . . 5 42 

14 165.000 Gagal pengobatan . . 6 41 

15 165.000 Gagal pengobatan .866 .047 7 40 

16 165.000 Sembuh . . 7 39 

17 166.000 Sembuh . . 7 38 
18 166.000 Sembuh . . 7 37 

19 167.000 Gagal pengobatan .842 .052 8 36 

20 167.000 Sembuh . . 8 35 
21 167.000 Sembuh . . 8 34 
22 167.000 Sembuh . . 8 33 
23 167.000 Sembuh . . 8 32 
24 167.000 Sembuh . . 8 31 
25 167.000 Sembuh . . 8 30 



 

 

26 167.000 Sembuh . . 8 29 
27 167.000 Sembuh . . 8 28 
28 168.000 Sembuh . . 8 27 
29 168.000 Sembuh . . 8 26 
30 168.000 Sembuh . . 8 25 
31 168.000 Sembuh . . 8 24 
32 168.000 Sembuh . . 8 23 
33 168.000 Sembuh . . 8 22 
34 169.000 Sembuh . . 8 21 
35 169.000 Sembuh . . 8 20 
36 170.000 Sembuh . . 8 19 
37 170.000 Sembuh . . 8 18 
38 170.000 Sembuh . . 8 17 

39 172.000 Gagal pengobatan .793 .068 9 16 

40 172.000 Sembuh . . 9 15 

41 172.000 Sembuh . . 9 14 
42 172.000 Sembuh . . 9 13 
43 172.000 Sembuh . . 9 12 
44 173.000 Sembuh . . 9 11 
45 173.000 Sembuh . . 9 10 
46 173.000 Sembuh . . 9 9 
47 174.000 Sembuh . . 9 8 
48 174.000 Sembuh . . 9 7 
49 176.000 Sembuh . . 9 6 
50 176.000 Sembuh . . 9 5 
51 178.000 Sembuh . . 9 4 
52 181.000 Sembuh . . 9 3 
53 181.000 Sembuh . . 9 2 
54 181.000 Sembuh . . 9 1 
55 182.000 Sembuh . . 9 0 

 
 

Means and Medians for Survival Time 

Meana
 Median 

 
Estimate 

 
Std. Error 

95% Confidence Interval  
Estimate 

 
Std. Error 

95% Confidence Interval 

Lower Bound Upper Bound Lower Bound Upper Bound 

177.018 1.578 173.924 180.111 . . . . 

a. Estimation is limited to the largest survival time if it is censored. 
 



 

 

 
 
 
 

Kaplan-Meier 
 

Case Processing Summary 

 
Strain MTBC 

 
Total N 

 
N of Events 

Censored 

N Percent 

Strain Beijing 14 5 9 64.3% 
Strain non-Beijing 41 4 37 90.2% 
Overall 55 9 46 83.6% 

 

 
Survival Table 

 
 
Strain MTBC 

 
 

Time 

 
 

Status 

Cumulative Proportion Surviving at the 
Time 

 
N of Cumulative 

Events 

 
N of Remaining 

Cases Estimate Std. Error 

Strain Beijing 1 
142.000 

Gagal 
pengobatan 

. . 1 13 

 2 
142.000 

Gagal 
pengobatan 

.857 .094 2 12 

 3 
145.000 

Gagal 
pengobatan 

.786 .110 3 11 

 4 152.000 Sembuh . . 3 10 

 5 164.000 Sembuh . . 3 9 

 6 
165.000 

Gagal 
pengobatan 

.698 .128 4 8 

 7 167.000 Sembuh . . 4 7 

 8 169.000 Sembuh . . 4 6 

 9 170.000 Sembuh . . 4 5 

 10 
172.000 

Gagal 
pengobatan 

.559 .161 5 4 

 11 172.000 Sembuh . . 5 3 
 12 172.000 Sembuh . . 5 2 
 13 173.000 Sembuh . . 5 1 
 14 182.000 Sembuh . . 5 0 

Strain non-Beijing 1 
146.000 

Gagal 
pengobatan 

.976 .024 1 40 



 

 

2 
148.000 

Gagal 
pengobatan 

.951 .034 2 39 

3 151.000 Sembuh . . 2 38 

4 152.000 Sembuh . . 2 37 

5 160.000 Sembuh . . 2 36 

6 162.000 Sembuh . . 2 35 

7 162.000 Sembuh . . 2 34 

8 164.000 Sembuh . . 2 33 

9 
165.000 

Gagal 
pengobatan 

.922 .043 3 32 

10 165.000 Sembuh . . 3 31 

11 166.000 Sembuh . . 3 30 

12 166.000 Sembuh . . 3 29 

13 
167.000 

Gagal 
pengobatan 

.891 .052 4 28 

14 167.000 Sembuh . . 4 27 

15 167.000 Sembuh . . 4 26 

16 167.000 Sembuh . . 4 25 

17 167.000 Sembuh . . 4 24 

18 167.000 Sembuh . . 4 23 

19 167.000 Sembuh . . 4 22 

20 167.000 Sembuh . . 4 21 

21 168.000 Sembuh . . 4 20 

22 168.000 Sembuh . . 4 19 

23 168.000 Sembuh . . 4 18 

24 168.000 Sembuh . . 4 17 

25 168.000 Sembuh . . 4 16 

26 168.000 Sembuh . . 4 15 

27 169.000 Sembuh . . 4 14 

28 170.000 Sembuh . . 4 13 

29 170.000 Sembuh . . 4 12 

30 172.000 Sembuh . . 4 11 

31 172.000 Sembuh . . 4 10 

32 173.000 Sembuh . . 4 9 

33 173.000 Sembuh . . 4 8 

34 174.000 Sembuh . . 4 7 

35 174.000 Sembuh . . 4 6 

36 176.000 Sembuh . . 4 5 

37 176.000 Sembuh . . 4 4 

38 178.000 Sembuh . . 4 3 

39 181.000 Sembuh . . 4 2 

40 181.000 Sembuh . . 4 1 

41 181.000 Sembuh . . 4 0 

 
 

Means and Medians for Survival Time 

 

 
Strain MTBC 

Meana
 Median 

 
Estimate 

 
Std. Error 

95% Confidence Interval  
Estimate 

 
Std. Error 

95% Confidence Interval 

Lower Bound Upper Bound Lower Bound Upper Bound 

Strain Beijing 170.762 4.258 162.416 179.107 . . . . 
Strain non-Beijing 178.435 1.274 175.938 180.932 . . . . 
Overall 177.018 1.578 173.924 180.111 . . . . 

a. Estimation is limited to the largest survival time if it is censored. 
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Cox Regression 
 
 

 

Case Processing Summary 

 N Percent 

Cases available in analysis Eventa 9 16.4% 

 Censored 46 83.6% 
 Total 55 100.0% 
Cases dropped Cases with missing values 0 0.0% 

 Cases with negative time 0 0.0% 

 Censored cases before the 
earliest event in a stratum 

0 0.0% 

 Total 0 0.0% 
Total  55 100.0% 

a. Dependent Variable: Lama pengobatan 

 
 

Categorical Variable Codingsa
 

 Frequency (1) 

Strain MTBCb
 1=Strain Beijing 14 1 

 2=Strain non-Beijing 41 0 

a. Category variable: Strain MTBC (Strain_MTBC) 
b. Indicator Parameter Coding 

 
 
 

Block 0: Beginning Block 

 
 

Omnibus Tests of 
Model 

Coefficients 

 
 
 

 

Block 1: Method = Enter 
 
 

 

Omnibus Tests of Model Coefficientsa
 

 
-2 Log Likelihood 

Overall (score) Change From Previous Step Change From Previous Block 

Chi-square df Sig. Chi-square df Sig. Chi-square df Sig. 

63.247 5.236 1 .022 4.328 1 .038 4.328 1 .038 

a. Beginning Block Number 1. Method = Enter 

 
 

Variables in the Equation 

  
B 

 
SE 

 
Wald 

 
df 

 
Sig. 

 
Exp(B) 

95,0% CI for Exp(B) 

Lower Upper 

Strain MTBC 1.419 .672 4.450 1 .035 4.131 1.106 15.435 

67.575 

-2 Log Likelihood 



 

 

Survival Table 

 
Time 

Baseline Cum 
Hazard 

At mean of covariates 

Survival SE Cum Hazard 

142 .021 .970 .021 .030 
145 .032 .955 .026 .047 
146 .044 .939 .031 .063 
148 .056 .923 .035 .080 
165 .085 .885 .045 .123 
167 .102 .864 .050 .146 
172 .134 .825 .064 .193 

 

 
Covariate Means 

 Mean 

Strain MTBC .255 

 
 

 
Cox Regression 

 
 

Case Processing Summary 

 N Percent 

Cases available in analysis Eventa 9 16.4% 
 Censored 46 83.6% 
 Total 55 100.0% 
Cases dropped Cases with missing values 0 0.0% 

 Cases with negative time 0 0.0% 
 Censored cases before the 

earliest event in a stratum 
0 0.0% 

 Total 0 0.0% 
Total  55 100.0% 

a. Dependent Variable: Lama pengobatan 

 
 

Categorical Variable Codingsa,c,d,e,f,g,h
 

 Frequency (1) (2) 

Status Gizib 1=Kurang (<18·5) 19 1 0 
 2=Normal (18·5–24·9) 28 0 1 
 3=Lebih (>25) 8 0 0 

Diabetes Melitusb
 1=Ya 13 1  

 2=Tidak 42 0  

lesi paru hasil radiologib 1=Ya 32 1  

 2=Tidak 23 0  

Status anemiab
 1=Ya 18 1  

 2=tidak 37 0  

leukositosisb
 1=ya 22 1  

 2=tidak 33 0  

neutrofiliab
 1=Ya 25 1  

 2=tidak 30 0  

Strain MTBCb
 1=Strain Beijing 14 1  

 2=Strain non-Beijing 41 0 
 

a. Category variable: Status Gizi (Status_Gizi) 
b. Indicator Parameter Coding 
c. Category variable: Diabetes Melitus (Status_DM) 
d. Category variable: lesi paru hasil radiologi (Lesi_pada_Torax_dada) 
e. Category variable: Status anemia (status_anemia) 
f. Category variable: leukositosis (leukositosis) 
g. Category variable: neutrofilia (neutrofilia) 

h. Category variable: Strain MTBC (Strain_MTBC) 



 

 

 
 

Block 0: Beginning Block 

 
 

Omnibus Tests of 
Model 

Coefficients 

 
 
 

 

Block 1: Method = Enter 
 
 

 

Omnibus Tests of Model Coefficientsa
 

 
-2 Log Likelihood 

Overall (score) Change From Previous Step Change From Previous Block 

Chi-square df Sig. Chi-square df Sig. Chi-square df Sig. 

50.785 18.894 8 .015 16.790 8 .032 16.790 8 .032 

a. Beginning Block Number 1. Method = Enter 

 
 

Variables in the Equation 

  
B 

 
SE 

 
Wald 

 
df 

 
Sig. 

 
Exp(B) 

95,0% CI for Exp(B) 

Lower Upper 

Status Gizi   2.583 2 .275    

Status Gizi(1) 
Status Gizi(2) 
Diabetes Melitus 
lesi paru hasil radiologi 
Status anemia 
leukositosis 
neutrofilia 
Strain MTBC 

-.483 
-2.066 
2.298 
.841 

2.186 
-.760 
-.408 
1.824 

1.050 
1.358 
1.066 
1.123 
1.092 
1.117 
1.058 
.921 

.212 
2.315 
4.646 
.561 

4.009 
.463 
.148 

3.923 

1 
1 
1 
1 
1 
1 
1 
1 

.645 

.128 

.031 

.454 

.045 

.496 

.700 

.048 

.617 

.127 
9.955 
2.319 
8.897 
.468 
.665 

6.198 

.079 

.009 
1.232 
.257 

1.047 
.052 
.084 

1.019 

4.828 
1.813 

80.461 
20.946 
75.583 
4.172 
5.296 

37.685 

 

 
Covariate Means 

 Mean 

Status Gizi(1) .345 
Status Gizi(2) .509 
Diabetes Melitus .236 
lesi paru hasil radiologi .582 
Status anemia .327 
leukositosis .400 
neutrofilia .455 
Strain MTBC .255 

 
 

 

Kaplan-Meier 
 

Case Processing Summary 

 
Diabetes Melitus 

 
Total N 

 
N of Events 

Censored 

N Percent 

Ya 13 5 8 61.5% 
Tidak 42 4 38 90.5% 
Overall 55 9 46 83.6% 

67.575 

-2 Log Likelihood 



 

 

 

Survival Table 

 
 
Diabetes 

 
 
Melitus 

 
 

Time 

 
 

Status 

Cumulative Proportion Surviving at the 
Time 

 
N of Cumulative 

Events 

 
N of Remaining 

Cases Estimate Std. Error 

Ya  1 
142.000 

Gagal 
pengobatan 

. . 1 12 

  2 
142.000 

Gagal 
pengobatan 

.846 .100 2 11 

  3 
148.000 

Gagal 
pengobatan 

.769 .117 3 10 

  4 162.000 Sembuh . . 3 9 

  5 
165.000 

Gagal 
pengobatan 

.684 .131 4 8 

  6 167.000 Sembuh . . 4 7 

  7 170.000 Sembuh . . 4 6 

  8 
172.000 

Gagal 
pengobatan 

.570 .151 5 5 

  9 173.000 Sembuh . . 5 4 

  10 174.000 Sembuh . . 5 3 

  11 174.000 Sembuh . . 5 2 
  12 176.000 Sembuh . . 5 1 
  13 178.000 Sembuh . . 5 0 

Tidak 1 
145.000 

Gagal 
pengobatan 

.976 .024 1 41 

 2 
146.000 

Gagal 
pengobatan 

.952 .033 2 40 

 3 151.000 Sembuh . . 2 39 

 4 152.000 Sembuh . . 2 38 

 5 152.000 Sembuh . . 2 37 

 6 160.000 Sembuh . . 2 36 

 7 162.000 Sembuh . . 2 35 

 8 164.000 Sembuh . . 2 34 

 9 164.000 Sembuh . . 2 33 

 10 
165.000 

Gagal 
pengobatan 

.924 .043 3 32 

 11 165.000 Sembuh . . 3 31 

 12 166.000 Sembuh . . 3 30 

 13 166.000 Sembuh . . 3 29 

 14 
167.000 

Gagal 
pengobatan 

.892 .052 4 28 

 15 167.000 Sembuh . . 4 27 

 16 167.000 Sembuh . . 4 26 
 17 167.000 Sembuh . . 4 25 
 18 167.000 Sembuh . . 4 24 

 19 167.000 Sembuh . . 4 23 

 20 167.000 Sembuh . . 4 22 

 21 167.000 Sembuh . . 4 21 

 22 168.000 Sembuh . . 4 20 

 23 168.000 Sembuh . . 4 19 

 24 168.000 Sembuh . . 4 18 

 25 168.000 Sembuh . . 4 17 

 26 168.000 Sembuh . . 4 16 

 27 168.000 Sembuh . . 4 15 

 28 169.000 Sembuh . . 4 14 
 29 169.000 Sembuh . . 4 13 
 30 170.000 Sembuh . . 4 12 

 31 170.000 Sembuh . . 4 11 

 32 172.000 Sembuh . . 4 10 

 33 172.000 Sembuh . . 4 9 
 34 172.000 Sembuh . . 4 8 



 

 

35 172.000 Sembuh . . 4 7 

36 173.000 Sembuh . . 4 6 

37 173.000 Sembuh . . 4 5 

38 176.000 Sembuh . . 4 4 

39 181.000 Sembuh . . 4 3 

40 181.000 Sembuh . . 4 2 

41 181.000 Sembuh . . 4 1 

42 182.000 Sembuh . . 4 0 

 
 

Means and Medians for Survival Time 

 

 
Diabetes Melitus 

Meana
 Median 

 
Estimate 

 
Std. Error 

95% Confidence Interval  
Estimate 

 
Std. Error 

95% Confidence Interval 

Lower Bound Upper Bound Lower Bound Upper Bound 

Ya 168.359 3.894 160.728 175.990 . . . . 
Tidak 179.294 1.341 176.664 181.923 . . . . 
Overall 177.018 1.578 173.924 180.111 . . . . 

a. Estimation is limited to the largest survival time if it is censored. 

 

 



 

 

 
 
 
 

Kaplan-Meier 
 

 

Case Processing Summary 

 
Status anemia 

 
Total N 

 
N of Events 

Censored 

N Percent 

Ya 18 6 12 66.7% 
tidak 37 3 34 91.9% 
Overall 55 9 46 83.6% 

 

 
Survival Table 

 
 
Status anemia 

 
 

Time 

 
 

Status 

Cumulative Proportion Surviving at the 
Time 

 
N of Cumulative 

Events 

 
N of Remaining 

Cases Estimate Std. Error 

Ya 1 
142.000 

Gagal 
pengobatan 

.944 .054 1 17 

 2 
148.000 

Gagal 
pengobatan 

.889 .074 2 16 

 3 151.000 Sembuh . . 2 15 

 4 
165.000 

Gagal 
pengobatan 

. . 3 14 

 5 
165.000 

Gagal 
pengobatan 

.770 .101 4 13 

 6 166.000 Sembuh . . 4 12 

 7 
167.000 

Gagal 
pengobatan 

.706 .111 5 11 

 8 167.000 Sembuh . . 5 10 
 9 167.000 Sembuh . . 5 9 



 

 

 10 167.000 Sembuh . . 5 8 

11 168.000 Sembuh . . 5 7 

12 168.000 Sembuh . . 5 6 

13 168.000 Sembuh . . 5 5 

14 
172.000 

Gagal 
pengobatan 

.565 .154 6 4 

15 173.000 Sembuh . . 6 3 

16 173.000 Sembuh . . 6 2 

17 176.000 Sembuh . . 6 1 

18 181.000 Sembuh . . 6 0 

tidak 1 
142.000 

Gagal 
pengobatan 

.973 .027 1 36 

 2 
145.000 

Gagal 
pengobatan 

.946 .037 2 35 

 3 
146.000 

Gagal 
pengobatan 

.919 .045 3 34 

 4 152.000 Sembuh . . 3 33 

 5 152.000 Sembuh . . 3 32 
 6 160.000 Sembuh . . 3 31 

 7 162.000 Sembuh . . 3 30 

 8 162.000 Sembuh . . 3 29 

 9 164.000 Sembuh . . 3 28 

 10 164.000 Sembuh . . 3 27 

 11 165.000 Sembuh . . 3 26 

 12 166.000 Sembuh . . 3 25 

 13 167.000 Sembuh . . 3 24 

 14 167.000 Sembuh . . 3 23 

 15 167.000 Sembuh . . 3 22 

 16 167.000 Sembuh . . 3 21 
 17 167.000 Sembuh . . 3 20 

 18 168.000 Sembuh . . 3 19 

 19 168.000 Sembuh . . 3 18 

 20 168.000 Sembuh . . 3 17 

 21 169.000 Sembuh . . 3 16 

 22 169.000 Sembuh . . 3 15 

 23 170.000 Sembuh . . 3 14 

 24 170.000 Sembuh . . 3 13 

 25 170.000 Sembuh . . 3 12 

 26 172.000 Sembuh . . 3 11 

 27 172.000 Sembuh . . 3 10 

 28 172.000 Sembuh . . 3 9 

 29 172.000 Sembuh . . 3 8 

 30 173.000 Sembuh . . 3 7 

 31 174.000 Sembuh . . 3 6 

 32 174.000 Sembuh . . 3 5 

 33 176.000 Sembuh . . 3 4 

 34 178.000 Sembuh . . 3 3 

 35 181.000 Sembuh . . 3 2 

 36 181.000 Sembuh . . 3 1 
 37 182.000 Sembuh . . 3 0 

 
 

Means and Medians for Survival Time 

 

 
Status anemia 

Meana
 Median 

 
Estimate 

 
Std. Error 

95% Confidence Interval  
Estimate 

 
Std. Error 

95% Confidence Interval 

Lower Bound Upper Bound Lower Bound Upper Bound 

Ya 172.934 2.896 167.258 178.610 . . . . 
tidak 178.946 1.692 175.629 182.263 . . . . 
Overall 177.018 1.578 173.924 180.111 . . . . 

a. Estimation is limited to the largest survival time if it is censored. 
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H37RV Supply#1  2 4 2 1 3 2 2 5 3 2 3 3 5 2 5 

Beijing Strain  4 4 2 1 3 3 5 11 3 4 7 5 3 3 8 

P1 S Indonesia 3 4 2 2 3 1 2 4 2 2 5 3 5 2 4 

P2 S Indonesia 4 4 2 4 3 2 2 3 3 2 5 4 5 2 5 

P3 Beijing Strain Indonesia 6 4 2 3 3 3 5 7 4 4 7 5 3 2 8 

P4 Beijing Strain Indonesia 6 4 2 3 3 3 9 7 5 4 7 5 3 2 − 

P5 Beijing Strain Indonesia 3 4 2 3 3 3 3 7 5 4 7 5 3 4 5 

P6 LAM Indonesia 4 4 3 4 3 4 1 3 4 2 4 4 3 2 5 

P7 EAI Indonesia 4 2 6 3 6 4 12 9 10 2 2 4 5 1 3 

P8 Cameroon Indonesia 3 4 2 6 5 3 − 2 2 1 5 3 2 4 − 

P9 Beijing Strain Indonesia 6 4 2 3 3 4 5 6 − − 10 6 3 2 − 

P10 Beijing Strain Indonesia 6 4 2 3 3 4 5 5 3 4 7 6 4 2 8 

P11 S Indonesia 2 4 2 5 3 1 2 4 3 2 5 3 5 2 5 

P12 Beijing Strain Indonesia 4 4 2 3 3 3 4 6 4 4 7 5 3 4 4 

P13 Beijing Strain Indonesia 6 4 2 3 3 4 5 6 4 4 7 6 3 2 8 

P14 Haarlem Indonesia 2 3 2 3 3 3 3 5 3 3 5 3 3 3 4 

P15 LAM Indonesia 2 4 2 5 5 3 3 3 2 5 2 3 3 2 8 

P16 EAI Indonesia 2 4 4 4 4 3 4 3 6 4 2 5 6 − 5 

P17 S Indonesia 3 4 2 4 3 3 2 4 2 2 4 3 3 2 5 

P18 Beijing Strain Indonesia 4 4 2 3 3 3 6 6 4 4 8 3 3 2 5 

P19 Beijing Strain Indonesia 4 4 2 3 − 3 9 6 4  7 5 3 1 8 

P20 EAI Indonesia 2 4 6 4 4 3 6 10 10 2 2 5 4 1 − 

P21 LAM Indonesia 2 4 2 5 3 1 3 3 3 2 5 2 3 2 6 

P22 EAI Indonesia 2 4 5 3 4 3 6 2 8 2 2 5 4 1 4 

P23 Beijing Strain Indonesia 4 4 2 3 3 3 5 5 3 4 7 5 4 2 8 

P24 S Indonesia 2 4 2 2 3 2 2 2 2 2 4 3 3 2 3 

P25 Haarlem Indonesia 2 3 2 3 5 3 3 2 3 4 5 3 3 3 6 

P26 Beijing Strain Indonesia 2 4 2 3 3 3 5 6 − 4 7 5 3 2 8 

P27 LAM Indonesia 5 5 2 5 4 3 3 3 2 2 7 3 2 2 − 

P28 Delhi/CAS Indonesia 4 4 2 3 6 2 4 8 5 2 7 4 1 1 8 



 

 

 

P29 EAI Indonesia 1 4 2 2 4 3 11 1 4 2 2 4 2 1 7 

P30 Beijing Strain Indonesia 4 4 2 3 3 2 6 6 4 3 6 5 3 1 − 

P31 Delhi/CAS Indonesia 2 4 2 3 6 2 4 6 − 2 7 4 1 1 8 

P32 Cameroon Indonesia 4 4 2 7 6 3 3 8 5 1 5 2 2 3 6 

P33 EAI Indonesia 2 4 5 3 4 3 4 3 2 2 2 5 7 1 4 

P34 EAI Indonesia 2 4 5 2 4 3 11 3 5 2 2 4 2 1 7 

P35 EAI Indonesia 2 − 5 2 5 3 3 10 5 2 2 4 2 2 − 

P36 LAM Indonesia 3 4 3 3 4 3 1 5 3 2 4 3 3 2 10 

P37 EAI Indonesia 2 4 5 3 4 3 6 2 7 2 2 5 4 1 4 

P38 LAM Indonesia 4 4 3 4 3 3 1 3 4 2 4 3 3 2 9 

P39 Haarlem Indonesia 2 3 2 3 2 1 3 5 3 4 5 6 3 3 6 

P40 S Indonesia 2 4 2 5 3 1 2 2 2 2 5 3 6 − 5 

P41 Beijing Strain Indonesia 4 4 2 3 2 3 2 7 5 4 7 5 3 2 8 

P42 EAI Indonesia 1 4 6 2 3 0 3 8 4 2 2 5 2 1 7 

P43 LAM Indonesia 2  2 3 3 3 3 3 3 2 5 3 2 2 − 

P44 EAI Indonesia 2 3 6 3 4 2 5 2 7 2 2 5 3 1 6 

P45 TUR Indonesia 3 − 2 2 5 − 1 3 3 4 1 4 3 4 − 

P46 LAM Indonesia 2 4 2 5 4 3 1 3 2 2 5 3 3 2 8 

P47 Beijing Strain Indonesia 1 4 2 3 3 3 4 6 4 4 7 5 3 2 − 

P48 EAI Indonesia 2 4 4 2 4 3 10 8 5 2 2 3 2 1 7 

P49 Delhi/CAS Indonesia 5 4 2 3 8 2 4 − 5 2 5 4 1 1 − 

P50 LAM Indonesia 3 4 3 4 3 3 1 5 4 2 4 3 3 2 12 

P51 Haarlem Indonesia 2 3 2 3 6 3 3 5 3 3 5 4 3 2 5 

P52 Delhi/CAS Indonesia 4 4 2 3 7 2 4 2 5 2 7 4 1 1 11 

P53 Delhi/CAS Indonesia 4 2 2 3 6 4 4 2 4 2 7 5 3 2 7 

P54 LAM Indonesia 4 4 2 5 4 3 3 4 2 2 5 4 5 2 6 

P55 Delhi/CAS Indonesia 5 4 2 3 9 2 4 9 6 2 7 4 1 2 9 
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