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Lampiran 3
Data Primer Hasil Penelitian
Lama
Test Jeni K G
No. RM No.Lab es enls. Umur Ruangan | Perawatan | Sampel Diagnosa eadaan Ceftazidime | Gen VEB en Gen PER
ID Kelamin | (tahun) . Keluar OXA-2
(hari)
Poli Urine
1 406454 | 611/07 | DK-1 L 69 Bedah 16 1076 Stroke +ISK Membaik Resisten Negatif | Negatif | Negatif
Uro
2 | 846185 | 676/07 | DK-2 L 68 IcU 98 Sputum | Traumakepala | ik | Resisten | Negatif | Negatif | Negatif
+ pneumonia
Hidrosefalus +
Cairan sepsis + . . . . .
3 800664 | 587/07 | DK-3 L 2 PICU 180 Otak meningitis TB Membaik Resisten Negatif Negatif Negatif
+ Marasmus
4 | 801653 | 614/07 | DK-4 L 2 PICU 30 pry | Hidrosefalus+ 1 baik | Resisten | Negatif | Negatif | Negatif
pneumonia
5 | 849128 | 77/08 | DK-5 L 56 L1AB 21 Darah S'roffe';iiat's Membaik | Resisten | Negatif | Negatif | Negatif
Meningioma +
6 750887 | 762/07 | DK-6 L 58 HCU 184 Sputum efusi pleura Membaik Resisten Negatif | Negatif | Negatif
sinistra
Ulkus kaki
275/08 | DK-7 L 43 L1BB 32 Pus di:;et?k' Membaik | Resisten | Negatif | Negatif | Negatif
180/08 | DK-8 L 48 ICU 28 ETT TBI GCS 8 Membaik Resisten Negatif | Negatif | Negatif
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9 859089 | 294/11 | DK-9 55 P.THT 1 Pus OMSK Membaik Resisten Negatif | Negatif | Negatif
10 | 843568 | 206/08 Dllé- 5 L2 35 Pus Abses hepar Membaik Resisten Negatif | Negatif | Negatif
Hidrosefalus +
391A/ | DK- B.Saraf Sputum . . . . .
11 | 296222 11 11 77 (HCU) 33 ETT bronkopneum Membaik Resisten Negatif | Negatif | Negatif
onia
12 | 862412 | 330/11 DK~ 23 IC 13 Pus HIV + |r'1fek5| Membaik Resisten Negatif | Negatif | Negatif
12 multipel
13 | 851734 | 140/09 | 2% 63 Palem 49 Darah | Adenokarsino |\ paik | Resisten | Negatif | Negatif | Negatif
13 Bawah ma rekti
DK- . Meningg . . . .
14 | 853636 | 177/09 14 51 L20rtho 14 Pus Trauma kapitis al Resisten Negatif | Negatif | Negatif
DK- Poli Luka bakar
15 | 848690 | 878/08 15 47 Bedah 44 Pus derajat 3 + Membaik Resisten Negatif | Negatif | Negatif
Plastik sepsis
DK- . Meningg . . . .
16 | 853321 | 20/09 16 47 L1BD 11 Darah ISK komplikata al Resisten Negatif | Negatif | Negatif
DK- Ulkus diabetik
17 | 853608 | 49/09 17 44 L3AB 13 Pus regio Membaik Resisten Negatif | Negatif | Negatif
gastroknemius
18 | 862396 | 437/11 Dl';' 49 L20rtho 11 Jaringan U;'::;e';?t' Membaik | Resisten | Negatif | Negatif | Negatif
DK- Palem Infected . . . . .
380/11 19 48 Atas 32 Sputum bronkiektasis Membaik Resisten Negatif Negatif Negatif
505A/ DK- Osteomielitis . . . . .
B 10 20 24 L20rtho 6 Pus kronik Membaik Resisten Negatif | Negatif | Negatif
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21 | 596845 | 465/10 Di- 59 L1BB 28 Pus UII.<us k?kl Membaik Resisten Negatif | Negatif | Negatif
21 diabetik
DK- Fraktur

22 | 858269 | 716/10 2 10 PIT 35 Pus terbuka tibia | Membaik Resisten Negatif | Negatif | Negatif
dan fibula

39A/1 | DK- . . . . . .

23 | 855948 1 )3 20 L20rtho 56 Pus Fraktur pubis | Membaik Resisten Negatif | Negatif | Negatif

DK- B.Saraf . . . . .

24 | 861757 | 150/11 24 39 (HCU) 41 Pus Luka bakar Membaik Resisten Negatif | Negatif | Negatif

25 | 861559 | 136/11 DZE_ 13 L20rtho 2 Pus Osteomielitis | Membaik Resisten Negatif | Negatif | Negatif
DK- Disrupsi luka

26 | 857741 | 658/11 %6 17 L20rtho 18 Pus operasi + Membaik Resisten Negatif | Negatif | Negatif
infeksi

Luka

27 | 855549 | 571/10 DK- 44 Bakar 72 Pus Luka bakar 30- Membaik Resisten Negatif | Negatif | Negatif

27 39%
(IRNA)

DK- Palem Urine Infeksi traktus . . . . .

28 | 861017 | 34/11 )8 36 Bawah 6 1076 urinarius Membaik Resisten Negatif | Negatif | Negatif
GERD with

DK- . esofagitis + . . . . .

29 | 849077 | 21/11 79 36 Poli Paru 19 Sputum kolelithiasis Membaik Resisten Negatif | Negatif | Negatif
akut
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Lampiran 4
Hasil PCR

Primer PER 340 bp

DK DK DK' ‘DK DK DK DK DK DK ‘DK DK
6 7 8 g% ¥OT 11 12" §E® 14 15 ¥i6

Primer PER

DK DK DK DK DK DK
2% 3 25 26" 27 28 29

Primer PER

Primer VEB 643 bp

DK DK DK DK DK DK DK pk
JONES 11 M B3 14 {5 16 4=

Primer VEB
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M VEB VEB VEB VEB VEB VEB VEB VEB VEB VEB VEB VEB
20 24s 224 23 27 28 29

100bp 18 19 24 25 26

Primer VEB

Primer Oxa-2 700 bp

M
/ DK DK DK DK DK DK DK pK
13 14 15 16 17

100"bp
10 11 12

.

-
700 bp

-——

Primer Oxa

DK DK DK

DK DK DK pk pK
28 29

M DK DK DK DK
23 24 25 oBe 27

100bp 18 19 20 21 9

= B

Primer OXA
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Lampiran 5
LAMPIRAN BLAST PRIMER

PER F : GCAACTGCTGCAATACTCGG

e Your search parameters were adjusted to search for a short input sequence.

Your search is limited to records that include: Pseudomonas aeruginosa (taxid:287) Full Entrez Query

Edit and Resubmit Save Search Strategies Formatting options Download How to read this page Blast report description Questions/comments

Job title: Nucleotide Sequence (20 letters)
RID

11G2P30D014 (Expires on 12-13 15:01 pm)

BLASTN 2.8.1+ Citation

Other reports: Search Summary [Taxonomy reports] [Distance tree of results] [MSA viewer]

1Mary

f the top 200 Blast Hits on 100 subject sequences
ee the title, click to show alighnments

Optimization Software:
www . balesio.com
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https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://www.youtube.com/playlist?list=PLH-TjWpFfWrtjzMCIvUe-YbrlIeFQlKMq
ftp://ftp.ncbi.nlm.nih.gov/pub/factsheets/HowTo_NewBLAST.pdf
https://support.nlm.nih.gov/knowledgebase/category/?id=CAT-01239
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&RID=11G2P30D014
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&RID=11G2P30D014&FORMAT_OBJECT=TaxBlast&DESCRIPTIONS=100&PROGRAM=blastn&QUERY_INDEX=0
https://www.ncbi.nlm.nih.gov/blast/treeview/treeView.cgi?request=page&blastRID=11G2P30D014&queryID=lcl|Query_45867&entrezLim=&ex=&exl=&exh=&ns=100
https://www.ncbi.nlm.nih.gov/projects/msaviewer/?rid=11G2P30D014&coloring=
https://blast.ncbi.nlm.nih.gov/Blast.cgi
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Sequences producing significant alignments:

Select:AlINone Selected:0
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Alignments Download GenBank Graphics Distance tree of results Show/hide columns of the table presenting sequences producing significant

alignments
Sequences producing significant alignments:
Select for downloading or L Max Total uer
A Description
viewing reports score score cover
Pseudomonas aeruginosa RNL-1 blaPER gene for class A
Select seq 40.1 40.1  100%
NG 049960.1 extended-spectrum beta-lactamase PER-1, complete CDS
Pseudomonas aeruginosa strain RJ248 class 1 integron ISCR1 401 401 100%
Select seq KU133340.1 PER-1, partial sequence . . °
Pseudomonas aeruginosa strain RJ246 class 1 integron ISCR1 401 401 100%
Select seq KU133339.1 PER-1, partial sequence . . °
B Pseudomonas aeruginosa strain RJ242 class 1 integron ISCR1
40.1 40.1 100%

Caolaoct con VU133338.1

PER-4, partial sequence
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0.004 100%NG 049960.1
0.004 100%KU133340.1
0.004 100%KU133339.1

0.004 100%KU133338.1
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https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNDB_BATCH_ID=483652902&ALIGNDB_CGI_HOST=blast.be-md.ncbi.nlm.nih.gov&ALIGNDB_CGI_PATH=/ALIGNDB/alndb_asn.cgi&ALIGNDB_MASTER_ALIAS=SD_ALIGNDB_MASTER&ALIGNDB_MAX_ROWS=100&ALIGNDB_ORDER_CLAUSE=seq_evalue%20asc,aln_id%20asc&ALIGNDB_WHERE_CLAUSE=seq_evalue%20is%20not%20null&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11G2P30D014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&USE_ALIGNDB=true&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=1&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNDB_BATCH_ID=483652902&ALIGNDB_CGI_HOST=blast.be-md.ncbi.nlm.nih.gov&ALIGNDB_CGI_PATH=/ALIGNDB/alndb_asn.cgi&ALIGNDB_MASTER_ALIAS=SD_ALIGNDB_MASTER&ALIGNDB_MAX_ROWS=100&ALIGNDB_ORDER_CLAUSE=seq_evalue%20asc,aln_id%20asc&ALIGNDB_WHERE_CLAUSE=seq_evalue%20is%20not%20null&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11G2P30D014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&USE_ALIGNDB=true&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=1&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNDB_BATCH_ID=483652902&ALIGNDB_CGI_HOST=blast.be-md.ncbi.nlm.nih.gov&ALIGNDB_CGI_PATH=/ALIGNDB/alndb_asn.cgi&ALIGNDB_MASTER_ALIAS=SD_ALIGNDB_MASTER&ALIGNDB_MAX_ROWS=100&ALIGNDB_ORDER_CLAUSE=seq_evalue%20asc,aln_id%20asc&ALIGNDB_WHERE_CLAUSE=seq_evalue%20is%20not%20null&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11G2P30D014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&USE_ALIGNDB=true&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=2&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNDB_BATCH_ID=483652902&ALIGNDB_CGI_HOST=blast.be-md.ncbi.nlm.nih.gov&ALIGNDB_CGI_PATH=/ALIGNDB/alndb_asn.cgi&ALIGNDB_MASTER_ALIAS=SD_ALIGNDB_MASTER&ALIGNDB_MAX_ROWS=100&ALIGNDB_ORDER_CLAUSE=seq_evalue%20asc,aln_id%20asc&ALIGNDB_WHERE_CLAUSE=seq_evalue%20is%20not%20null&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11G2P30D014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&USE_ALIGNDB=true&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=2&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNDB_BATCH_ID=483652902&ALIGNDB_CGI_HOST=blast.be-md.ncbi.nlm.nih.gov&ALIGNDB_CGI_PATH=/ALIGNDB/alndb_asn.cgi&ALIGNDB_MASTER_ALIAS=SD_ALIGNDB_MASTER&ALIGNDB_MAX_ROWS=100&ALIGNDB_ORDER_CLAUSE=seq_evalue%20asc,aln_id%20asc&ALIGNDB_WHERE_CLAUSE=seq_evalue%20is%20not%20null&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11G2P30D014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&USE_ALIGNDB=true&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNDB_BATCH_ID=483652902&ALIGNDB_CGI_HOST=blast.be-md.ncbi.nlm.nih.gov&ALIGNDB_CGI_PATH=/ALIGNDB/alndb_asn.cgi&ALIGNDB_MASTER_ALIAS=SD_ALIGNDB_MASTER&ALIGNDB_MAX_ROWS=100&ALIGNDB_ORDER_CLAUSE=seq_evalue%20asc,aln_id%20asc&ALIGNDB_WHERE_CLAUSE=seq_evalue%20is%20not%20null&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11G2P30D014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&USE_ALIGNDB=true&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNDB_BATCH_ID=483652902&ALIGNDB_CGI_HOST=blast.be-md.ncbi.nlm.nih.gov&ALIGNDB_CGI_PATH=/ALIGNDB/alndb_asn.cgi&ALIGNDB_MASTER_ALIAS=SD_ALIGNDB_MASTER&ALIGNDB_MAX_ROWS=100&ALIGNDB_ORDER_CLAUSE=seq_evalue%20asc,aln_id%20asc&ALIGNDB_WHERE_CLAUSE=seq_evalue%20is%20not%20null&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11G2P30D014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&USE_ALIGNDB=true&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=0&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNDB_BATCH_ID=483652902&ALIGNDB_CGI_HOST=blast.be-md.ncbi.nlm.nih.gov&ALIGNDB_CGI_PATH=/ALIGNDB/alndb_asn.cgi&ALIGNDB_MASTER_ALIAS=SD_ALIGNDB_MASTER&ALIGNDB_MAX_ROWS=100&ALIGNDB_ORDER_CLAUSE=seq_evalue%20asc,aln_id%20asc&ALIGNDB_WHERE_CLAUSE=seq_evalue%20is%20not%20null&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11G2P30D014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&USE_ALIGNDB=true&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=0&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNDB_BATCH_ID=483652902&ALIGNDB_CGI_HOST=blast.be-md.ncbi.nlm.nih.gov&ALIGNDB_CGI_PATH=/ALIGNDB/alndb_asn.cgi&ALIGNDB_MASTER_ALIAS=SD_ALIGNDB_MASTER&ALIGNDB_MAX_ROWS=100&ALIGNDB_ORDER_CLAUSE=seq_evalue%20asc,aln_id%20asc&ALIGNDB_WHERE_CLAUSE=seq_evalue%20is%20not%20null&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11G2P30D014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&USE_ALIGNDB=true&WORD_SIZE=7&DISPLAY_SORT=3&HSP_SORT=3
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1035504058
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1035504058
https://www.ncbi.nlm.nih.gov/nucleotide/NG_049960.1?report=genbank&log$=nucltop&blast_rank=1&RID=11G2P30D014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1008910733
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1008910733
https://www.ncbi.nlm.nih.gov/nucleotide/KU133340.1?report=genbank&log$=nucltop&blast_rank=2&RID=11G2P30D014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1008910718
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1008910718
https://www.ncbi.nlm.nih.gov/nucleotide/KU133339.1?report=genbank&log$=nucltop&blast_rank=3&RID=11G2P30D014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1008910705
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1008910705
https://www.ncbi.nlm.nih.gov/nucleotide/KU133338.1?report=genbank&log$=nucltop&blast_rank=4&RID=11G2P30D014

PER R : ATGTGCGACCACAGTACCAG

e Your search parameters were adjusted to search for a short input sequence.

Your search is limited to records that include: Pseudomonas aeruginosa (taxid:287) Full Entrez Query

Edit and Resubmit Save Search Strategies Formatting options Download How to read this page Blast report description Questions/comments

Job title: Nucleotide Sequence (20 letters)

Other reports: Search Summary [Taxonomy reports] [Distance tree of results] [MSA viewer]

Graphic Summary

Distribution of the top 259 Blast Hits on 100 subject sequences
Mouse over to see the title, click to show alighnments

Color key for alighment scores

Descrintion

| —

ucing significant alignments:

elected:0

Optimization Software:
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https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi

73

Alignments Download GenBank Graphics Distance tree of results Show/hide columns of the table presenting sequences producing significant

alignments

Sequences producing significant alignments:

Select for downloading or
viewing reports

Description

Pseudomonas aeruginosa extended spectrum beta-lactamase

Select seq MG188750.1pER (plaPER) gene, partial cds

Select seq MF344570.1

Select seq MF344569.1

Select seq
NG_049960.1

Pseudomonas aeruginosa plasmid pA681-IMP, complete
seqguence

Pseudomonas aeruginosa plasmid p12939-OXA, complete
sequence

Pseudomonas aeruginosa RNL-1 blaPER gene for class A

extended-spectrum beta-lactamase PER-1, complete CDS

Pseudomonas aeruginosa strain RJ248 class 1 integron ISCR1

Select seq KU133340.1 PER-1, partial sequence

g 340 bp region from base 6960 to 7299.

Optimization Software:
www . balesio.com

Max Total Query

score score cover
40.1 40.1 100%
40.1 40.1 100%
40.1 40.1 100%
40.1 40.1 100%
40.1 40.1 100%

E

Ident Accession
value

0.004 100%MG188750.1

0.004 100%MF344570.1

0.004 100%MF344569.1

0.004 100%NG 049960.1

0.004 100%KU133340.1
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https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GD7AXC01R&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=1&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GD7AXC01R&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=1&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GD7AXC01R&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=2&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GD7AXC01R&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=2&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GD7AXC01R&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0
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https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GD7AXC01R&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=0&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GD7AXC01R&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=0&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GD7AXC01R&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&DISPLAY_SORT=3&HSP_SORT=3
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1401880141
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1401880141
https://www.ncbi.nlm.nih.gov/nucleotide/MG188750.1?report=genbank&log$=nucltop&blast_rank=1&RID=11GD7AXC01R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1344493027
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1344493027
https://www.ncbi.nlm.nih.gov/nucleotide/MF344570.1?report=genbank&log$=nucltop&blast_rank=2&RID=11GD7AXC01R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1344492439
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1344492439
https://www.ncbi.nlm.nih.gov/nucleotide/MF344569.1?report=genbank&log$=nucltop&blast_rank=3&RID=11GD7AXC01R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1035504058
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1035504058
https://www.ncbi.nlm.nih.gov/nucleotide/NG_049960.1?report=genbank&log$=nucltop&blast_rank=4&RID=11GD7AXC01R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1008910733
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1008910733
https://www.ncbi.nlm.nih.gov/nucleotide/KU133340.1?report=genbank&log$=nucltop&blast_rank=5&RID=11GD7AXC01R
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Pseudomonas aeruginosa strain RJ248 class 1 integron ISCR1
PER-1, partial sequence

GenBank: KU133340.1
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KU133340 340 bp DNA linear BCT 28-MAR-2016
Pseudomonas aeruginosa strain RJ248 class 1 integron ISCR1 PER-1,
partial sequence.

KU133340 REGION: 6960..7299

KU133340.1

Pseudomonas aeruginosa

Pseudomonas aeruginosa

Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales;
Pseudomonadaceae; Pseudomonas.

1 (bases 1 to 340)

Xie,L., Wu,J., Zhang,F., Han,L., Guo,X., Ni,Y. and Sun,dJ.
Molecular Epidemiology and Genetic Characteristics of Various
blaPER Genes in Shanghai, China

Antimicrob. Agents Chemother. 60 (6), 3849-3853 (2016)

27067315

Publication Status: Online-Only

P  (bases 1 to 340)

Xie,L. and Sun,J.

Direct Submission

Submitted (10-NOV-2015) Department of Clinical Microbiology, Ruijin
Hospital, Shanghai Jiaotong University School of Medicine, 197
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https://www.ncbi.nlm.nih.gov/nuccore/KU133340.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/KU133340.1?report=graph
https://www.ncbi.nlm.nih.gov/nucleotide/KU133340.1?report=genbank&log$=nuclalign&blast_rank=2&RID=11F9192Z01R#goto1008910733_0
https://www.ncbi.nlm.nih.gov/nuccore/KU133340
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=287
https://www.ncbi.nlm.nih.gov/pubmed/27067315

COMMENT

FEATURES
source

mobile

CDS

ORIGIN

Ruijin 2nd Rd, Shanghai, Shanghai 200025, China
##Assembly-Data-START##
Sequencing Technology :: Sanger dideoxy sequencing
##Assembly-Data-END##
Location/Qualifiers
1..340
/organism="Pseudomonas aeruginosa"
/mol type="genomic DNA"
/strain="RJ248"
/db_xref="taxon:287"
element <1..>340
/mobile element type="integron:class 1 integron ISCRI1
PER-1"
<1..>340
/note="blaPER-1"
/codon_start=3
/transl table=11
/product="extended-spectrum beta-lactamase PER-1"
/protein id="AMR36436.1"
/translation="MNVIIKAVVTASTLLMVSFSSFETSAQSPLLKEQIESIVIGKKA
TVGVAVWGPDDLEPLLINPFEKFPMQOSVFKLHLAMLVLHQVDQGKLDLNQTVIVNRAK
VLONTWAPIMKAYQGDEFSVPVQQLLQYSVSHSDNVACDLLFELVGGPAALHDYIQSM
GIKETAVVANEAQMHADDQVQYQNWTSMKGAAETILKKFEQKTQLSETSQALLWKWMVE
TTTGPERLKGLLPAGTVVAHKTGTSGIKAGKTAATNDLGIILLPDGRPLLVAVEVKDS
AESSRTNEAITAQVAQTAYQFELKKLSALSPN"

PER F: gcaactgctg caatactcgg

hactgctg
tggttggt
ctgtggtc
cctcgatg
haacctcg
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caatactcgg
ggaccagctg
gcaaatgaag
aaaggtgctg
caggctttgt

tctcgcacag
ctttgcatga
cgcagatgca
cagagatcct
tatggaagtg

cgataacgtg
ctatatccag
cgccgatgat
gaaaaagttt
gatggtcgaa

gcctgtgatt
tctatgggta
caggtgcagt
gagcaaaaaa
accaccacag

tgttatttga
taaaggagac
atcaaaactg
cacagctgtc
gaccagagcg
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https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=287
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/1008910741

PER R : atgtgcgacc acagtaccag

Tacacgctgg tgtcatggtc

Ctggtactgt ggtcgcacat

301 gttaaaaggt ttgttaccag ctggtactgt ggtcgcacat

//

VEBF:cgacttccatttcccgatgce

e Your search parameters were adjusted to search for a short input sequence.

Your search is limited to records that include: Pseudomonas aeruginosa (taxid:287) Full Entrez Query

Edit and Resubmit Save Search Strategies Formatting options Download How to read this page Blast report description Questions/comments
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ee the title, click to show alignments

Enment scores
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https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://www.youtube.com/playlist?list=PLH-TjWpFfWrtjzMCIvUe-YbrlIeFQlKMq
ftp://ftp.ncbi.nlm.nih.gov/pub/factsheets/HowTo_NewBLAST.pdf
https://support.nlm.nih.gov/knowledgebase/category/?id=CAT-01239
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&RID=11GNHK87014&FORMAT_OBJECT=TaxBlast&DESCRIPTIONS=100&PROGRAM=blastn&QUERY_INDEX=0
https://www.ncbi.nlm.nih.gov/blast/treeview/treeView.cgi?request=page&blastRID=11GNHK87014&queryID=lcl|Query_23939&entrezLim=&ex=&exl=&exh=&ns=100
https://www.ncbi.nlm.nih.gov/projects/msaviewer/?rid=11GNHK87014&coloring=
https://blast.ncbi.nlm.nih.gov/Blast.cgi
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Descriptions
Sequences producing significant alignments:

Select:AllNone Selected:0

Alignments Download GenBank Graphics Distance tree of results Show/hide columns of the table presenting sequences producing significant

alignments
Sequences producing significant alignments:
Select for downloading L. Max Total uer E .
L. Description Ident Accession
or viewing reports score score cover Vvalue
Select seq Pseudomonas aeruginosa strain SP4528 chromosome, complete 4041 139 100%  0.004 100%CP033439.1
CP033439.1 genome
Select seq Pseudomonas aeruginosa strain BA15561 chromosome, complete 401 139 100%  0.004 100%CP033432.1
CP033432.1 genome
Pseudomonas aeruginosa strain 163869 class A extended-spectrum
Select seq beta-lactamase VEB-20 (blaVEB) gene, blaVEB-20 allele, complete 40.1 40.1 100% 0.004 100%MG717453.1
MG717453.1 cds

Pseudomonas aeruginosa strain AR 0443 chromosome 40.1 139 100% 0.004 1009%CP029147.1
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https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alignInfo
https://blast.ncbi.nlm.nih.gov/Blast.cgi#dsDownload
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi#dsConfig
https://blast.ncbi.nlm.nih.gov/Blast.cgi#dsConfig
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNDB_BATCH_ID=483654462&ALIGNDB_CGI_HOST=blast.be-md.ncbi.nlm.nih.gov&ALIGNDB_CGI_PATH=/ALIGNDB/alndb_asn.cgi&ALIGNDB_MASTER_ALIAS=SD_ALIGNDB_MASTER&ALIGNDB_MAX_ROWS=100&ALIGNDB_ORDER_CLAUSE=seq_evalue%20asc,aln_id%20asc&ALIGNDB_WHERE_CLAUSE=seq_evalue%20is%20not%20null&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GNHK87014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&USE_ALIGNDB=true&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=1&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNDB_BATCH_ID=483654462&ALIGNDB_CGI_HOST=blast.be-md.ncbi.nlm.nih.gov&ALIGNDB_CGI_PATH=/ALIGNDB/alndb_asn.cgi&ALIGNDB_MASTER_ALIAS=SD_ALIGNDB_MASTER&ALIGNDB_MAX_ROWS=100&ALIGNDB_ORDER_CLAUSE=seq_evalue%20asc,aln_id%20asc&ALIGNDB_WHERE_CLAUSE=seq_evalue%20is%20not%20null&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GNHK87014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&USE_ALIGNDB=true&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=1&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNDB_BATCH_ID=483654462&ALIGNDB_CGI_HOST=blast.be-md.ncbi.nlm.nih.gov&ALIGNDB_CGI_PATH=/ALIGNDB/alndb_asn.cgi&ALIGNDB_MASTER_ALIAS=SD_ALIGNDB_MASTER&ALIGNDB_MAX_ROWS=100&ALIGNDB_ORDER_CLAUSE=seq_evalue%20asc,aln_id%20asc&ALIGNDB_WHERE_CLAUSE=seq_evalue%20is%20not%20null&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GNHK87014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&USE_ALIGNDB=true&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=2&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNDB_BATCH_ID=483654462&ALIGNDB_CGI_HOST=blast.be-md.ncbi.nlm.nih.gov&ALIGNDB_CGI_PATH=/ALIGNDB/alndb_asn.cgi&ALIGNDB_MASTER_ALIAS=SD_ALIGNDB_MASTER&ALIGNDB_MAX_ROWS=100&ALIGNDB_ORDER_CLAUSE=seq_evalue%20asc,aln_id%20asc&ALIGNDB_WHERE_CLAUSE=seq_evalue%20is%20not%20null&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GNHK87014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&USE_ALIGNDB=true&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=2&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNDB_BATCH_ID=483654462&ALIGNDB_CGI_HOST=blast.be-md.ncbi.nlm.nih.gov&ALIGNDB_CGI_PATH=/ALIGNDB/alndb_asn.cgi&ALIGNDB_MASTER_ALIAS=SD_ALIGNDB_MASTER&ALIGNDB_MAX_ROWS=100&ALIGNDB_ORDER_CLAUSE=seq_evalue%20asc,aln_id%20asc&ALIGNDB_WHERE_CLAUSE=seq_evalue%20is%20not%20null&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GNHK87014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&USE_ALIGNDB=true&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNDB_BATCH_ID=483654462&ALIGNDB_CGI_HOST=blast.be-md.ncbi.nlm.nih.gov&ALIGNDB_CGI_PATH=/ALIGNDB/alndb_asn.cgi&ALIGNDB_MASTER_ALIAS=SD_ALIGNDB_MASTER&ALIGNDB_MAX_ROWS=100&ALIGNDB_ORDER_CLAUSE=seq_evalue%20asc,aln_id%20asc&ALIGNDB_WHERE_CLAUSE=seq_evalue%20is%20not%20null&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GNHK87014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&USE_ALIGNDB=true&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNDB_BATCH_ID=483654462&ALIGNDB_CGI_HOST=blast.be-md.ncbi.nlm.nih.gov&ALIGNDB_CGI_PATH=/ALIGNDB/alndb_asn.cgi&ALIGNDB_MASTER_ALIAS=SD_ALIGNDB_MASTER&ALIGNDB_MAX_ROWS=100&ALIGNDB_ORDER_CLAUSE=seq_evalue%20asc,aln_id%20asc&ALIGNDB_WHERE_CLAUSE=seq_evalue%20is%20not%20null&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GNHK87014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&USE_ALIGNDB=true&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=0&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNDB_BATCH_ID=483654462&ALIGNDB_CGI_HOST=blast.be-md.ncbi.nlm.nih.gov&ALIGNDB_CGI_PATH=/ALIGNDB/alndb_asn.cgi&ALIGNDB_MASTER_ALIAS=SD_ALIGNDB_MASTER&ALIGNDB_MAX_ROWS=100&ALIGNDB_ORDER_CLAUSE=seq_evalue%20asc,aln_id%20asc&ALIGNDB_WHERE_CLAUSE=seq_evalue%20is%20not%20null&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GNHK87014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&USE_ALIGNDB=true&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=0&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNDB_BATCH_ID=483654462&ALIGNDB_CGI_HOST=blast.be-md.ncbi.nlm.nih.gov&ALIGNDB_CGI_PATH=/ALIGNDB/alndb_asn.cgi&ALIGNDB_MASTER_ALIAS=SD_ALIGNDB_MASTER&ALIGNDB_MAX_ROWS=100&ALIGNDB_ORDER_CLAUSE=seq_evalue%20asc,aln_id%20asc&ALIGNDB_WHERE_CLAUSE=seq_evalue%20is%20not%20null&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GNHK87014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&USE_ALIGNDB=true&WORD_SIZE=7&DISPLAY_SORT=3&HSP_SORT=3
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1510256160
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1510256160
https://www.ncbi.nlm.nih.gov/nucleotide/CP033439.1?report=genbank&log$=nucltop&blast_rank=1&RID=11GNHK87014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1509762642
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1509762642
https://www.ncbi.nlm.nih.gov/nucleotide/CP033432.1?report=genbank&log$=nucltop&blast_rank=2&RID=11GNHK87014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1436229730
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1436229730
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1436229730
https://www.ncbi.nlm.nih.gov/nucleotide/MG717453.1?report=genbank&log$=nucltop&blast_rank=3&RID=11GNHK87014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1384506981
https://www.ncbi.nlm.nih.gov/nucleotide/CP029147.1?report=genbank&log$=nucltop&blast_rank=4&RID=11GNHK87014

VEBR:ggactctgcaacaaatacgc

e Your search parameters were adjusted to search for a short input sequence.

Your search is limited to records that include: Pseudomonas aeruginosa (taxid:287) Full Entrez Query
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https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
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https://blast.ncbi.nlm.nih.gov/Blast.cgi
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https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&RID=11GPFT79015&FORMAT_OBJECT=TaxBlast&DESCRIPTIONS=100&PROGRAM=blastn&QUERY_INDEX=0
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https://www.ncbi.nlm.nih.gov/projects/msaviewer/?rid=11GPFT79015&coloring=
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Graphic Summary

Distribution of the top 232 Blast Hits on 100 subject sequences
Mouse over to see the title, click to show alighments

Color key for alignment scores

Descriptions
Sequences producing significant alignments:

Select:AllNone Selected:0

Alignments Download GenBank Graphics Distance tree of results Show/hide columns of the table presenting sequences producing significant

alignments
Sequences producing significant alignments:
Select for downloading L. Max Total Query E .
L. Description Ident Accession
or viewing reports score score cover value™
Pseudomonas aeruginosa strain SP4528 chromosome, complete
Select seq 40.1 114 100% 0.004 100%CP033439.1
CP033439.1 genome
— Pseudomonas aeruginosa strain BA15561 chromosome, complete

40.1 114 100%  0.004 100%CP033432.1
genome

! e, Pseudomonas aeruginosa strain 163869 class A extended-spectrum 401  40.1 100% 0.004 100%MG717453.1
' g\ beta-lactamase VEB-20 (blaVEB) gene, blaVEB-20 allele, complete
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https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alignInfo
https://blast.ncbi.nlm.nih.gov/Blast.cgi#dsDownload
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi#dsConfig
https://blast.ncbi.nlm.nih.gov/Blast.cgi#dsConfig
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GPFT79015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=1&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GPFT79015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=1&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GPFT79015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=2&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GPFT79015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=2&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GPFT79015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GPFT79015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GPFT79015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=0&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GPFT79015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=0&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GPFT79015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&DISPLAY_SORT=3&HSP_SORT=3
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1510256160
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1510256160
https://www.ncbi.nlm.nih.gov/nucleotide/CP033439.1?report=genbank&log$=nucltop&blast_rank=1&RID=11GPFT79015
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1509762642
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1509762642
https://www.ncbi.nlm.nih.gov/nucleotide/CP033432.1?report=genbank&log$=nucltop&blast_rank=2&RID=11GPFT79015
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1436229730
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1436229730
https://www.ncbi.nlm.nih.gov/nucleotide/MG717453.1?report=genbank&log$=nucltop&blast_rank=3&RID=11GPFT79015
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Sequences producing significant alignments:

Select for downloading Lo Max Total uer )
L. Description Ident Accession
or viewing reports score score cover value™
MG717453.1 cds
Select seq Pseudomonas aeruginosa strain AR_0443 chromosome 40.1 114 100% 0.004 100%CP029147.1
CP029147.1

e Showing 643 bp region from base 180 to 822.

Pseudomonas aeruginosa strain 163869 class A extended-spectrum beta-lactamase VEB-20
(blaVEB) gene, blaVEB-20 allele, complete cds

GenBank: MG717453.1

FASTA Graphics

MG717453 643 bp DNA linear BCT 05-AUG-2018
Pseudomonas aeruginosa strain 163869 class A extended-spectrum
beta-lactamase VEB-20 (blaVEB) gene, blaVEB-20 allele, complete
cds .

MG717453 REGION: 180..822
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https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GPFT79015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=0&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GPFT79015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=0&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11GPFT79015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&DISPLAY_SORT=3&HSP_SORT=3
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1436229730
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1384506981
https://www.ncbi.nlm.nih.gov/nucleotide/CP029147.1?report=genbank&log$=nucltop&blast_rank=4&RID=11GPFT79015
https://www.ncbi.nlm.nih.gov/nuccore/MG717453.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/MG717453.1?report=graph
https://www.ncbi.nlm.nih.gov/nucleotide/MG717453.1?report=genbank&log$=nuclalign&blast_rank=3&RID=11GNHK87014#goto1436229730_0
https://www.ncbi.nlm.nih.gov/nuccore/MG717453

VERSION

KEYWORDS

SOURCE
ORGANISM

REFERENCE
AUTHORS
TITLE
JOURNAL

REFERENCE
AUTHORS
TITLE
JOURNAL

COMMENT

FEATURES
source

MG717453.1

Pseudomonas aeruginosa
Pseudomonas aeruginosa
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales;
Pseudomonadaceae; Pseudomonas.
1 (bases 1 to 643)
Bour,M. and Plesiat,P.
Novel class A extended-spectrum beta-lactamase
Unpublished
2 (bases 1 to 643)
Bour,M. and Plesiat,P.
Direct Submission
Submitted (20-DEC-2017) French National Reference Center for
Antibiotic Resistance, University Hospital of Besancon, 3 boulevard
Alexandre Fleming, Besancon 25000, France
##Assembly-Data-STARTH##
Sequencing Technology :: Sanger dideoxy sequencing
##Assembly-Data-END##
Location/Qualifiers
1..643
/organism="Pseudomonas aeruginosa"
/mol type="genomic DNA"
/strain="163869"
/isolation source="bronchial aspiration"
/host="Homo sapiens"
/db xref="taxon:287"
/country="France"

/collection date="2016"
/collected by="CNR"
<1..>643

/gene="blaVEB"
/allele="blaVEB-20"
<l..>643

/gene="blaVEB"
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https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=287
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=287

ORIGIN
VEBF:

1

61
121
181
241
301
361
421
481
541

cgacttccat
cgacttccat
tgagatagat
tttgcctaaa
tgaacaaata
aaaattaatc
tatttcaatc
ttgggcaacc
attactttct
aagtaaccga
ttccggaata

Atggacaa

Optimization Software:

www.balesio.com

/allele="blaVEB-20"

/codon_start=3

/transl table=11

/product="class A extended-spectrum beta-lactamase VEB-20"
/protein id="AXH79873.1"
/translation="MKIVKRILLVLLSLFFTVVYSNAQTDNLTLKIENVLKAKNARIG
VAIFNSNEKDTLKINNDFHEPMQSVMKFPIALAVLSEIDKGNLSFEQKIEITPQDLLP
KTWSPIKEEFPNGTTLTIEQILNYTVSESDNIGCDILLKLIGGTDSVQKFLNANHETD
ISTIKANEEQMHKDWNTQYONWATPTAMNKLLIDTYNNKNQLLSKKSYDFIWKIMRETT
TGSNRLKGQLPKNTIVAHRTGTSGINNGIAAATNDVGVITLPNGQLIFISVEVAESKE

TSEINEKIISDIAKITWNYYLNK"

ttccecgatge
ttcccgatge
aaagggaatc
acgtggagtc
ctaaattata
ggaggaactg
aaagcaaacg
ccaacagcga
aaaaaaagtt
ttaaaaggac
aataatggaa

aaagcgttat
tttcttttga
cgattaaaga
cagtatcaga
attctgttca
aagaacaaat
tgaacaaact
atgattttat
aattaccaaa
ttgcagcagc

VEBR : ggactct

ttaattttta

Cctgaga
Gcgtatt
taagcgtatt

gaaatttccg
acaaaaaata
ggaattccct
gagcgacaat
aaaattcttg
gcacaaggat
gttaatagat
ttggaaaatt
gaatacaatt
cactaatgat

gcaacaaata
cgttgtttat
tgttgcagag
tgttgcagag

attgctttag
gagattaccc
aatggaacaa
attggttgtg
aatgctaatc
tggaataccc
acttataata
atgagagaaa
gttgctcata
gttggggtaa

cgc
gcg
tcc
tcc

ccgttttgtc
ctcaagacct
ctttgacgat
atattttgct
atttcactga
aatatcaaaa
ataagaacca
caacaacagg
gaacagggac
ttactttacc
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https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/1436229731
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OXA 2 F : gccaaaggcacgatagttgt

e Your search parameters were adjusted to search for a short input sequence.

Your search is limited to records that include: Pseudomonas aeruginosa (taxid:287) Full Entrez Query

Edit and Resubmit Save Search Strategies Formatting options Download How to read this page Blast report description Questions/comments

Job title: Nucleotide Sequence (20 letters)
Description

Nucleotide collection (nt)
Program

BLASTN 2.8.1+ Citation

Other reports: Search Summary [Taxonomy reports] [Distance tree of results] [MSA viewer]

Graphic Summary

f the top 173 Blast Hits on 100 subject sequences
ee the title, click to show alignments

Enment scores

Optimization Software:
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https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://www.youtube.com/playlist?list=PLH-TjWpFfWrtjzMCIvUe-YbrlIeFQlKMq
ftp://ftp.ncbi.nlm.nih.gov/pub/factsheets/HowTo_NewBLAST.pdf
https://support.nlm.nih.gov/knowledgebase/category/?id=CAT-01239
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&RID=11H9MWPE014&FORMAT_OBJECT=TaxBlast&DESCRIPTIONS=100&PROGRAM=blastn&QUERY_INDEX=0
https://www.ncbi.nlm.nih.gov/blast/treeview/treeView.cgi?request=page&blastRID=11H9MWPE014&queryID=lcl|Query_125401&entrezLim=&ex=&exl=&exh=&ns=100
https://www.ncbi.nlm.nih.gov/projects/msaviewer/?rid=11H9MWPE014&coloring=
https://blast.ncbi.nlm.nih.gov/Blast.cgi
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Descriptions
Sequences producing significant alignments:

Select:AlINone Selected:0

Alignments Download GenBank Graphics Distance tree of results Show/hide columns of the table presenting sequences producing significant

alignments
Sequences producing significant alignments:
Select for downloading or L. Max Total uer E .
L. Description Ident Accession
viewing reports score score cover Vvalue
Pseudomonas aeruginosa PA145 blaOXA gene for OXA-2 famil
Select seq . & Y 401 401 100% 0.004 100%NG 062301.1
NG_062301.1 class D beta-lactamase OXA-681, complete CDS -
Pseudomonas aeruginosa 153304 blaOXA gene for OXA-2 famil
Select seq . . Y 401 401 100% 0.004 100%NG 062269.1
NG_062269.1 class D beta-lactamase OXA-737, complete CDS
Pseudomonas aeruginosa strain PA145 OXA-2 family class D beta-
Select seq lactamase OXA-681 (blaOXA) gene, blaOXA-681 allele, complete 40.1 40.1 100% 0.004 100%MH986647.1
MH986647.1

cds

Pseudomonas aeruginosa strain 24Pael112 chromosome, complete
genome

40.1 112 100%  0.004 100%CP029605.1
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https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alignInfo
https://blast.ncbi.nlm.nih.gov/Blast.cgi#dsDownload
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi#dsConfig
https://blast.ncbi.nlm.nih.gov/Blast.cgi#dsConfig
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9MWPE014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=1&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9MWPE014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=1&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9MWPE014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=2&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9MWPE014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=2&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9MWPE014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9MWPE014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9MWPE014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=0&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9MWPE014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=0&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9MWPE014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&DISPLAY_SORT=3&HSP_SORT=3
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1510531634
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1510531634
https://www.ncbi.nlm.nih.gov/nucleotide/NG_062301.1?report=genbank&log$=nucltop&blast_rank=1&RID=11H9MWPE014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1510531599
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1510531599
https://www.ncbi.nlm.nih.gov/nucleotide/NG_062269.1?report=genbank&log$=nucltop&blast_rank=2&RID=11H9MWPE014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1487102408
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1487102408
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1487102408
https://www.ncbi.nlm.nih.gov/nucleotide/MH986647.1?report=genbank&log$=nucltop&blast_rank=3&RID=11H9MWPE014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1465637742
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1465637742
https://www.ncbi.nlm.nih.gov/nucleotide/CP029605.1?report=genbank&log$=nucltop&blast_rank=4&RID=11H9MWPE014

Select for downloading or
viewing reports

Select seq
MH780095.1

Select seq
NG_061615.1

Select seq
MH704577.1

Select seq
CP027172.1

Select seq
KY646160.1

Sequences producing significant alignments:
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Ident Accession

Optimization Software:
www . balesio.com

0.004 100%MH780095.1

0.004 100%NG 061615.1

0.004 100%MH704577.1

0.004 100%CP027172.1

L. Max Total uer E
Description
score score cover Vvalue

Pseudomonas aeruginosa strain 153304 OXA-2 family class D beta-
lactamase OXA-737 (blaOXA) gene, blaOXA-737 allele, complete  40.1 40.1 100%
cds
Pseudomonas aeruginosa Pa314 blaOXA gene for class D beta-

40.1 40.1 100%
lactamase OXA-732, complete CDS
Pseudomonas aeruginosa strain 164130 class D beta-lactamase

40.1 40.1 100%
OXA-669 (blaOXA) gene, blaOXA-669 allele, complete cds
Pseudomonas aeruginosa strain AR _0353 chromosome, complete

40.1 112 100%
genome
Pseudomonas aeruginosa strain PE52 In1215 class 1 integron,

40.1 40.1 100%

partial sequence

gagttgactgccgg

arch parameters were adjusted to search for a short input sequence.

0.004 100%KY646160.1


https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9MWPE014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=1&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9MWPE014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=1&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9MWPE014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=2&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9MWPE014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=2&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9MWPE014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9MWPE014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9MWPE014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=0&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9MWPE014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=0&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9MWPE014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&DISPLAY_SORT=3&HSP_SORT=3
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1464283040
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1464283040
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1464283040
https://www.ncbi.nlm.nih.gov/nucleotide/MH780095.1?report=genbank&log$=nucltop&blast_rank=5&RID=11H9MWPE014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1463934514
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1463934514
https://www.ncbi.nlm.nih.gov/nucleotide/NG_061615.1?report=genbank&log$=nucltop&blast_rank=6&RID=11H9MWPE014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1450488746
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1450488746
https://www.ncbi.nlm.nih.gov/nucleotide/MH704577.1?report=genbank&log$=nucltop&blast_rank=7&RID=11H9MWPE014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1353833985
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1353833985
https://www.ncbi.nlm.nih.gov/nucleotide/CP027172.1?report=genbank&log$=nucltop&blast_rank=8&RID=11H9MWPE014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1331396534
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1331396534
https://www.ncbi.nlm.nih.gov/nucleotide/KY646160.1?report=genbank&log$=nucltop&blast_rank=9&RID=11H9MWPE014
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»
l Pseudomonas aeruginosa strain FDAARGOS 571 chromosome,
= 40.1 139 100% 0.004 100%CP033833.1
. A=y complete genome
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https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://www.youtube.com/playlist?list=PLH-TjWpFfWrtjzMCIvUe-YbrlIeFQlKMq
ftp://ftp.ncbi.nlm.nih.gov/pub/factsheets/HowTo_NewBLAST.pdf
https://support.nlm.nih.gov/knowledgebase/category/?id=CAT-01239
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&RID=11H9ZZ65015&FORMAT_OBJECT=TaxBlast&DESCRIPTIONS=100&PROGRAM=blastn&QUERY_INDEX=0
https://www.ncbi.nlm.nih.gov/blast/treeview/treeView.cgi?request=page&blastRID=11H9ZZ65015&queryID=lcl|Query_142727&entrezLim=&ex=&exl=&exh=&ns=100
https://www.ncbi.nlm.nih.gov/projects/msaviewer/?rid=11H9ZZ65015&coloring=
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alignInfo
https://blast.ncbi.nlm.nih.gov/Blast.cgi#dsDownload
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi
https://blast.ncbi.nlm.nih.gov/Blast.cgi#dsConfig
https://blast.ncbi.nlm.nih.gov/Blast.cgi#dsConfig
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9ZZ65015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=1&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9ZZ65015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=1&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9ZZ65015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=2&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9ZZ65015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=2&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9ZZ65015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9ZZ65015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9ZZ65015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=0&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9ZZ65015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=0&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9ZZ65015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&DISPLAY_SORT=3&HSP_SORT=3
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1519117106
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1519117106
https://www.ncbi.nlm.nih.gov/nucleotide/CP033833.1?report=genbank&log$=nucltop&blast_rank=1&RID=11H9ZZ65015

Select for downloading or
viewing reports

CP033833.1

Select seq
CP021775.1

Select seq
CP020603.1

Select seq
NG_062301.1

Select seq
NG_062269.1

Select seq
MH986647.1

Sequences producing significant alignments:
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Ident Accession
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0.004 100%CP021775.1

0.004 100%CP020603.1

0.004 100%NG 062301.1

0.004 100%NG 062269.1

0.004 100%MH986647.1

L. Max Total uer E
Description
score score cover Vvalue

Pseudomonas aeruginosa strain Pa58, complete genome 40.1 155 100%
Pseudomonas aeruginosa strain E6130952, complete genome 40.1 139 100%
Pseudomonas aeruginosa PA145 blaOXA gene for OXA-2 family

40.1 40.1 100%
class D beta-lactamase OXA-681, complete CDS
Pseudomonas aeruginosa 153304 blaOXA gene for OXA-2 family

40.1 40.1 100%
class D beta-lactamase OXA-737, complete CDS
Pseudomonas aeruginosa strain PA145 OXA-2 family class D beta-
lactamase OXA-681 (blaOXA) gene, blaOXA-681 allele, complete 40.1 40.1 100%
cds
Pseudomonas aeruginosa strain 24Pael112 chromosome, complete

40.1 165 100%

genome

0.004 100%CP029605.1


https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9ZZ65015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=1&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9ZZ65015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=1&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9ZZ65015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=2&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9ZZ65015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=2&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9ZZ65015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9ZZ65015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9ZZ65015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=0&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9ZZ65015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&OLD_VIEW=false&DISPLAY_SORT=0&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid287%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NUM_OVERVIEW=100&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=11H9ZZ65015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=7&DISPLAY_SORT=3&HSP_SORT=3
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1206209354
https://www.ncbi.nlm.nih.gov/nucleotide/CP021775.1?report=genbank&log$=nucltop&blast_rank=2&RID=11H9ZZ65015
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1176903383
https://www.ncbi.nlm.nih.gov/nucleotide/CP020603.1?report=genbank&log$=nucltop&blast_rank=3&RID=11H9ZZ65015
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1510531634
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1510531634
https://www.ncbi.nlm.nih.gov/nucleotide/NG_062301.1?report=genbank&log$=nucltop&blast_rank=4&RID=11H9ZZ65015
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1510531599
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1510531599
https://www.ncbi.nlm.nih.gov/nucleotide/NG_062269.1?report=genbank&log$=nucltop&blast_rank=5&RID=11H9ZZ65015
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1487102408
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1487102408
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1487102408
https://www.ncbi.nlm.nih.gov/nucleotide/MH986647.1?report=genbank&log$=nucltop&blast_rank=6&RID=11H9ZZ65015
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1465637742
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1465637742
https://www.ncbi.nlm.nih.gov/nucleotide/CP029605.1?report=genbank&log$=nucltop&blast_rank=7&RID=11H9ZZ65015

e Showing 698 bp region from base 118 to 815.
Pseudomonas aeruginosa strain PA145 OXA-2 family class D beta-lactamase 0XA-681 (blaOXA)
gene, blaOXA-681 allele, complete cds

GenBank: MH986647.1

FASTA Graphics

Go to:

LOCUS MHO986647 698 bp DNA linear BCT 10-0CT-2018
DEFINITION Pseudomonas aeruginosa strain PA145 OXA-2 family class D
beta-lactamase OXA-681 (blaOXA) gene, blaOXA-681 allele, complete

cds.
ACCESSION MH986647 REGION: 118..815
VERSION MHO986647.1
KEYWORDS
SOURCE Pseudomonas aeruginosa

ORGANISM Pseudomonas aeruginosa
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales;
Pseudomonadaceae; Pseudomonas.

1 (bases 1 to 698)

Arca-Suarez,J., Fraile-Ribot,P.A., Rodriguez-Iglesias,M., Oliver,A.
and Galan-Sanchez, F.

Direct Submission

Submitted (25-SEP-2018) Clinical Microbiology Department, Hospital
Universitario Puerta del Mar, Avenida Ana de Viya 21, Cadiz, Cadiz
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https://www.ncbi.nlm.nih.gov/nuccore/MH986647.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/MH986647.1?report=graph
https://www.ncbi.nlm.nih.gov/nucleotide/MH986647.1?report=genbank&log$=nuclalign&blast_rank=3&RID=11H9MWPE014#goto1487102408_0
https://www.ncbi.nlm.nih.gov/nuccore/MH986647
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=287

COMMENT

FEATURES
source

gene

CDS

11009, Spain
##Assembly-Data-START##

Sequencing Technology

##Assembly-Data-END##
Location/Qualifiers

1..698

Sanger dideoxy sequencing

/organism="Pseudomonas aeruginosa"
/mol type="genomic DNA"
/strain="PA145"
/db_xref="taxon:287"
/country="Spain"

<1l..>698

/gene="blaOXA"
/allele="blaOXA-681"

<1l..>698

/gene="blaOXA"
/allele="blaOXA-681"
/codon_start=1
/transl table=11
/product="0XA-2 family class D beta-lactamase OXA-681"
/protein id="AYF58374.1"

89

/translation="MAIRIFAILFSIFSLATFAHAQEGTLERSDWRKFFSEFQAKGTI

VVADERQADRAMLVFDPVRSKKRYSPASTFKIPHTLFALDAGAVRDEFQIFRWDGVNR

GFAGHNQDOQDLRSAMRNSTVWVYELFAKEIGDDKARRYLKKIDYGNADPSTSNGDYWK

GSLAISAQEQIAFLRKLYRNELPFRVEHQRLVKDLMIVEAGRNWILRAKTGWEGRMGW

WVGWVEWPTGSVFFALNIDTPNRMDDLFKREAIVRAILRSIEALPPNPAVNSDAAR"
ORIGIN

OXA 2 F:gccaaaggca cgatagttgt

aaaggca
tcctgtgc
ttttgcac
Laacaggg
tactgttt
tttgaaga
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cgatagttgt
gatcgaagaa
ttgatgcagg
gctttgcagg
gggtgtatga
aaatcgacta

ggcagacgaa
acgctactcg
cgctgttcgt
ccacaatcaa
gctatttgca
tggcaacgcc

cgccaagcgg
cctgcatcga
gatgagttcc
gaccaagatt
aaggaaattg
gatccttcga

atcgtgccat
cattcaagat
agatttttcg
tgcgatcagc
gtgatgacaa
caagtaatgg

gttggttttt
acctcataca
atgggacggc
aatgcggaat
agctcggcgce
cgattactgg


https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=287
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/1487102409

361
421
481
541
601

661
//

aaaggcagcc
aacgagctgce
gccggtcgca
gtaggatggg
aacagaatgg

gaagcgttac
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ttgcaatctc
cctttcgggt
actggatact
ttgagtggcc
atgatctttt

OXA2R: gc

Cg
Cc
cgcccaaccc

ggcgcaggag
agaacatcag
gcgtgcaaag
gactggctcc
caagagggag

gtccgagttg
caggctcaac
ggcagtcaac
ggcagtcaac

caaattgcat
cgcttggtca
acgggctggg
gtattcttcg
gcaatcgtgc

actgccgg
tgacggcc
tcggacgc
tcggacgc

ttctcaggaa
aggatctcat
aaggccgtat
cactgaatat
gggcaatcct

gctctatcgt
gattgtggaa
gggttggtagg
tgatacgcca
tcgctctatt
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