DAFTAR PUSTAKA

Abeysinghe, R. 2017. Outcomes from the evidence review group on
Plasmodium knowlesi. Presentasi disajikan dalam pertemuan Malaria
Policy Advisor committee, Geneva Tanggal 22-24 Maret 2017

Adhiyanto, C., Hendarmin, L., dan Puspitaningrum, R. 2020. Pengenalan
Dasar Teknik Bio-Molekuler. Penerbit Deepublish. Yogyakarta

Ahmad, R. 2016. Institute of Medical Research (IMR), Malaysia, dan
EntoPest Unit of Sabah Health Department, Malaysia, 2016

Ahmed, M. A., dan Cox-Singh, J. 2015. Plasmodium knowlesi an emerging
pathogen. ISBT science series, 10(S1), 134-140.
https://doi.org/10.1111/voxs.12115

Akter, R., Vythilingam, |, Khaw, L.T. et al. Simian malaria in wild
macaques: first report from Hulu Selangor district, Selangor,
Malaysia. Malar J 14, 386 (2015). https://doi.org/10.1186/s12936-
015-0856-

Amir, A., Shahari, S., Liew, J. W. K., de Silva, J. R., Khan, M. B., Lai, M.
Y., Snounou, G., Abdullah, M. L., Gani, M., Rovie-Ryan J.J. dan Lau,
Y. L. 2020. Natural Plasmodium infection in wild macaques of three
states in peninsular Malaysia. Acta Tropica, 211, 105596.
https://doi.org/10.1016/j.actatropica.2020.105596

Amirullah.  Studi bioekologi Anopheles spp. sebagai dasar
penyusunan strategi pengendalian vektor malaria di Kabupaten
Halmahera Selatan Provinsi Maluku Utara. Disertasi. Institut
Pertanian Bogor; 2012

Amirullah. 2015. Populasi dan Sampel (67) dalam buku Metode Penelitian
Manajemen. Malang: Bayumedia Publishing

Artati, D. 2016. Sensitivitas Gel Red sebagai Pewarna DNA pada Gel
Elektroforesis. Buletin Teknik Litkayasa Akuakultur, 11(1), 11-14.

Beebe, N.W. dan Saul, A. 1995. Discrimination of all members of the
Anopheles punctulatus complex by polymerase chain reaction-
restriction fragment length polymorphism analysis. American Journal
of Tropical ~ Medicine and Hygiene, 53, 478-481.
https://doi.org/10.4269/ajtmh.1995.53.478
by: Taylor and Francis Group. UK. ISBN 0-203-00267-9

Balai Konservasi dan Sumber Daya Alam Sulawesi Tenggara [BKSDA
SULTRA]. 2018. Profil SM Buton Utara, unpublished.

71



Chin, W., Contacos, P. G., Coatney, G. R., Kimball, H. R. 1965. A
Naturally Acquired Quotidian-Type Malaria in Man Transferable to
Monkeys. Science 1965 Aug 20;149(3686):865.
https://doi.org/10.1126/science.149.3686.865

Crisafuli, F.A.P., Ramos, E.B. dan Rocha, M.S. 2015. Characterizing the
interaction between DNA and GelRed fluorescent stain. Eur Biophys
J 44: 1. https://doi.org/10.1007/s00249-014-0995-4

Chua, A.C.Y., Ong, J.J.Y., Bifani, P. et al. 2019. Robust continuous in vitro
culture of the Plasmodium cynomolgi erythrocytic stages. Nat.
Commun. 2019, 10, 3635. https://doi.org/10.1038/s41467-019-
11332-4

Collins, W.E., Warren, M., Sullivan, J.S., Barnwell, J.W. 2009. Plasmodium
inui shortii: Studies in Old World and New World Monkeys. Am. J.
Trop. Med. Hyg. 2009, 80, 160—164.

Contacos, P.G., Lunn, J.S.., Coatney, G.R., Kilpatrick, J.W., Jones, Fe.
Quartan-Type Malaria Parasite Of New World Monkeys
Transmissible To Man. Science. 1963 Nov 8;142(3593):676. doi:
10.1126/Science.142.3593.676

Cracraft, J. dan K. Helm-Bychowski. 1991. Parsimony and Phylogenetic
Inference Using DNA Sequences: Some Methodological Strategies.
In Phylogenetic Analysis of DNA Sequences. M. Miyamoto and J.
Cracraft (Eds.). Oxford Univ. Press, New York

Cruz, M.A., Lehmann T., dan Knockel J. 2013. Could culicine mosquitoes
transmit human malaria?. Trends in Parasitology Review Article
November 2013, Vol. 29, No. 11.
https://doi.org/10.1016/j.pt.2013.09.003

Dissanaike, A. S. (1965). Simian malaria parasites of Ceylon*. Bulletin of
the World Health Organization, 32 (4), 593 - 597.
https://apps.who.int/iris/handle/10665/267215

Drabik, A., Bodzon-Kutakowska, A., dan Silberring, J. 2016. Gel
electrophoresis. In Proteomic profiling and analytical chemistry (pp.
115-143). Elsevier. https://doi.org/10.1016/B978-0-444-63688-
1.00007-0

Elyazar, I. R. F., Sinka, M. E., Gething, P. W., Tarmidzi, S. N., Surya, A.,
Kusriastuti, R., Winarno, Baird, J. K., Hay, S. |., dan Bangs, M. J.
2013. The distribution and bionomics of Anopheles malaria vector
mosquitoes in Indonesia. Advances in parasitology, 83, 173-266.



https://doi.org/10.1016/B978-0-12-407705-8.00003-3

Environmental Health. 2017. Species Sheets for Adult Female Mosquitoes
found in Western Australia. Australia: Departement of Health
Western Australian

Fatchiyah, Widyarti, S., dan Arumingtyas, E. L. 2018. Teknik Analisa
Biologi Molekuler. Laboratorium Biologi Molekuler dan Seluler
Jurusan Biologi Fakultas Mipa Universitas Brawijaya Malang.

Faust, C. dan Dobson, A.P. 2015. Primates malaria : diversity, distribution
and insights for zoonotic Plasmodium. One Health. 2015 Dec; 1: 66—
75. https://doi.org/10.1016/j.onehlt.2015.10.001

Fungfuang, W., Udom, C., Tongthainan, D., Kadir, K. A., dan Singh, B.
2020. Malaria parasites in macaques in Thailand: stump-tailed
macaques (Macaca arctoides) are new natural hosts for Plasmodium
knowlesi, Plasmodium inui, Plasmodium coatneyi and Plasmodium
fieldi. Malaria journal, 19(1), 1-7. https://doi.org/10.1186/s12936-020-
03424-0

Folmer O, Black M, Hoeh W, Lutz R, Vrijenhoek R. DNA primers for
amplification of mitochondrial cytochrome c oxidase subunit | from
diverse metazoan invertebrates. Mol Mar Biol Biotechnol. 1994
Oct;3(5):294-9. PMID: 7881515.

Gaffar, S. 2007. Buku Ajar Bioteknologi Molekul. Jurusan Kimia,. FMIPA-
UNPAD.

Gamalo, L.E., Dimalibot, J., Kadir, K.A., Singh, B., Paller, V.G. 2019.
Plasmodium knowlesi and other malaria parasites in long-tailed
macaques from the Philippines. BMC Malaria Journal (2019) 18:147.
https://doi.org/10.1186/s12936-019-2780-4

Hall, T., Biosciences, |., dan Carlsbad, C. J. G. B. B. 2011. BioEdit: an
important software for molecular biology. GERF Bull Biosci, 2(1), 60-
61.

Handoyo, D. dan Rudiretna, A. 2001. Prinsip Umum dan Pelaksanaan
Polimerase Chain Reaction (PCR). Unitas. Vol. 9. No. 1. Halaman:
17-29.

Hang, J. W., Tukijan, F., Lee, E. Q. H., Abdeen, S. R., Aniweh, Y., dan
Malleret, B. 2021. Zoonotic malaria: non-Laverania Plasmodium
biology and invasion mechanisms. Pathogens, 10(7), 889.
https://doi.org/10.3390/pathogens10070889

Hawkes, F., Manin, B. O., Ng, S. H., Torr, S. J., Drakeley, C., Chua, T. H.,

73



dan Ferguson, H. M. 2017. Evaluation of electric nets as means to
sample mosquito vectors host-seeking on humans and primates.
BMC Parasites & Vectors 2017; 10: 338. https://doi.org/
10.1186/s13071-017-2277-3

Huang, C.C., Ji, D.D., Chiang, Y.C., Teng, H.J., Liu, H.J., Chang, C.D.,
dan Wu, Y.H. 2010. Prevelance and molecular characterization of
Plasmodium inui among formosan macaques (Macaca cyclopis) in
Taiwan. J. of Parasitology, 96(1):8-15 (2010).
https://doi.org/10.1645/GE- 2165.1

Imwong, M., Madmanee, W., Suwannasin, K., Kunasol, C., Peto, T.J.,
Tripura, R., Seidlein, L.V., Nguon, C., Dovoeung, Day, N.P.J,
Dondorp, A.M., White, N.J. 2019. Asymptomatic Natural Human
Infections With the Simian Malaria Parasites Plasmodium cynomolgi
and Plasmodium knowlesi. The Journal of Infectious Diseases,
Volume 219, Issue 5, 1 March 2019, Pages 695-702,
https://doi.org/10.1093/infdis/jiy519

Irene, L. M. 2011. Identification and Molecular Characterization of Simian
Malaria Parasites in Wild Monkeys of Singapore.Tesis tidak
diterbitkan. Singapura: National University of Singapore

Kchouk, M., Gibrat, J. F., dan Elloumi, M. (2017). Generations of
sequencing technologies: from first to next generation. Biology and
Medicine, 9(3). https://doi.org/10.4172/0974-8369.1000395

Kenea O, Balkew M, Tekie H, Gebre-Michael T, Deressa W, Loha E, et al.
Comparison of two adult mosquito sampling methods with human
landing catches in south-central Ethiopia. Malar J. 2017;16:30.

Kesumawati, U., Rosmanah, L., Soviana, S., Saepuloh, U., dan
Darusman, H. S. Morphological features and molecular of
Plasmodium inui in Macaca fascicularis from Bogor, West Java. In
2nd International Conference on Veterinary, Animal, and
Environmental Sciences (ICVAES 2020) (pp. 48-51). Atlantis Press.

Kocher, T. D., Thomas, W. K. Meyer, A., Edwards, S. V., Paabo, S.,
Villablanca, F. X. and Wilson, A. C. 1989. Dynamics of Mitochondrial
DNA Evolution in animals: amplification and sequencing with
conserved primers. Prociding Natural Academic Science. 86: 6196-
6200. https://doi.org/10.1073/pnas.86.16.6196

Laumalay, H. M., Satoto, T. B. T., dan Fuad, A. 2019. Analisis Spasial
Karakteristik Habitat Perkembangbiakan Anopheles Spp di Desa
Lifuleo Kecamatan Kupang Barat. Buletin Penelitian Kesehatan,
47(3), 207-216. https://doi.org/10.22435/bpk.v47i3.1451



Lee, K.S., Divis, P.C., Zakaria, S.K., Matusop, A., Julin, R.A., Conway,
D.J., Cox-Singh, J., Singh, B. 2011. Plasmodium knowlesi: reservoir
hosts and tracking the emergence in humans and macaques. PLoS
Pathog (2011) Apr;7(4):e1002015.
https://doi.org/10.1371/journal.ppat.1002015

Lee, R., Riley, E., Sangermano, F., Cannon, C. dan Shekelle, M. 2021.
Macaca brunnescens. The IUCN Red List of Threatened Species
2021: e.T12569A17985924.
https://dx.doi.org/10.2305/ITUCN.UK.2021-
1.RLTS.T12569A17985924.en

Li M.l., Mailepessov, D., Vythilingam, I., Lee V, Lam, P., Ng, L.C., et al.
2021. Prevalence of simian malaria parasites in macaques of
Singapore. PloS Negl Trop Dis 15(1): e0009110. https://doi.org/
10.1371/journal.pntd.0009110

Liew, J. W., Bukhari, F. D. M., Jeyaprakasam, N. K., Phang, W. K,
Vythilingam, ., dan Lau, Y. L. 2021. Natural Plasmodium inui
infections in humans and Anopheles cracens Mosquito, Malaysia.
Emerging infectious diseases, 27(10), 2700.

Lombardini, E. D., Gettayacamin, M., Turner, G. D. H. 2015. A Review of
Plasmodium coatneyi—-Macaque Models of Severe Malaria. Vet
Pathol. 2015 Nov;52(6):998-1011.
https://doi.org/10.1177/0300985815583098

MacDonald, A.J., dan Mordecai, E.A. 2019. Amazon deforestation drives
malaria transmission, and malaria burden reduces forest clearing.
Proc Natl Acad Sci USA. 2019;116:22212-8.

Manin, B. O., Ferguson, H. M., Vythilingam, |., Fornace, K., William, T.,
Torr, S. J., Drakeley, C., Chua, T. H. (2016). Investigating the
contribution of peri-domestic transmission to risk of zoonotic malaria
infection in humans. PLoS neglected tropical diseases, 10(10),
e0005064. https://doi.org/10.1371/journal.pntd.0005064

Maeno Y. Molecular epidemiology of mosquitoes for the transmission of
forest malaria in South-central Vietham. Trop Med Health.
2017;45:27.

Martinelli, A. dan Culleton, R. 2016. Non-human primate malaria parasites:
out of the forest and into the laboratory. Parasitology, Cambridge
University Press Journal.
https://doi.org/10.1017/S0031182016001335.

McPherson, M. J dan Moller, S. G. 2006. PCR. Second Edition. Published

75



Menteri Lingkungan Hidup dan Kehutanan Republik Indonesia [MENTERI
LHK RI]. 2018. Peraturan Menteri Lingkungan Hidup dan Kehutanan
Republik Indonesia Nomor
P.20/Menlhk/Setjen/Kum.1/6/2018 Tentang Jenis Tumbuhan Dan
Satwa Yang Dilindungi. Jakarta

Monalisa, E., Mantiri, F. R., Lengkong, H. J. 2019. Kajian Variasi Sekuens
Interspesies dan Filogeni Kelelawar Pteropus sp. Menggunakan Gen
CO1. Jurnal MIPA 8(2):71.
https://doi.org/10.35799/jmuo.8.2.2019.24277

Monica, W. S., Widyastuti, S. K., dan Wandia, |. N. (2012). Keragaman
Genetik Populasi Monyet Ekor Panjang di Pura Pulaki Menggunakan
Marka Molekul Mikrosatelit D13s765. Indonesia Medicus Veterinus,
1(1), 37-54.

Moreno, A., Cabrera-Mora, M., Garcia, A., Orkin, J., Strobert, E., Barnwell,
J. W., Galinski, M. R. 2013. Plasmodium coatneyi in rhesus
macaques replicates the multisystemic dysfunction of severe malaria
in humans. Infect Immun. 2013 Jun; 81(6): 1889— 1904.
https://doi.org/10.1128/1A1.00027-13

Moyes, C.L., Henry, A. J., Golding, N., Huang, Z., Singh, B., Baird, J. K.,
Newton, P. N., Huffman, M., Duda, K. A., Drakeley, C. J., Elyazar, I.

Muenworn, V., Sungvornyothin, S., Kongmee, M., Polsomboon, S., Bangs,
M. J., Akrathanakul, P., Tanasinchayakul, S., Prabaripai, A., dan
Chareonviriyaphap, T. 2009. Biting activity and host preference of the
malaria  vectors  Anopheles  maculatus and  Anopheles
sawadwongporni (Diptera: Culicidae) in Thailand. Journal of Vector
Ecology, 34(1), 62-69.

Mustari, A. H. 2020. Manual Identifikasi Beberapa Spesies Kunci di
Sulawesi. IPB Press. ISBN: 978-623-256-169-4

Nada-Raja, T., Kadir, K. A., Divis, P., Mohamad, D. S., Matusop, A., dan
Singh, B. 2022. Macaca fascicularis and Macaca nemestrina infected
with zoonotic malaria parasites are widely distributed in Sarawak,
Malaysian Borneo. Scientific Reports, 12(1), 1-6.
https://doi.org/10.1038/s41598-022-14560-9

Nakazawa, S., Marchand, R. P., Quang, N. T., Culleton, R., Manh, N. D.,
dan Maeno, Y. 2009. Anopheles dirus co-infection with human and
monkey malaria parasites in Vietnam. International journal for
parasitology, 39(14), 1533-1537.
https://doi.org/10.1016/j.ijpara.2009.08.005



Nimri, L.F. dan Lanners, N.H. 1994 Immune Complexes and
Nephropathies Associated with Plasmodium inui Infection in the
Rhesus Monkey. Am. J. Trop. Med. Hyg. 1994, 51, 183-189.

Notoatmodjo, S. 2010. Metodologi Penelitian Kesehatan. Jakarta : Rineka
Cipta

Nowak RM. 1999. Walker’s, primates of the world. The John University
Press. Baltimore. Marryland : USA. ISBN-10: 0801862515
Ramasamy, R. 2014. Zoonotic malaria global overview and research
end policyneeds. Frontiers Public Health.2.
https://doi.org/10.3389/fbubh.2014.00123
R. F., Anstey, N. M., Chen, Q., Zommers, Z., Bhatt, S., Gething, P.
W., Hay, S. I. 2014. Defining the Geographical Range of the
Plasmodium knowlesi Reservoir. PLoS Negl Trop Dis. 2014 Mair;
8(3): €2780. https://doi.org/10.1371/journal.pntd.0002780

Raja, T. N., Hu, T. H., Kadir,K.A., Mohamad, D.S.A., Rosli, N., Wong,
L.L., Hii, K.C., Divis, P.C. S., dan Singh, B. 2020. Naturally acquired
human Plasmodium cynomolgi and P. knowlesi infections, Malaysian
Borneo, Emerg. Infect. Dis. 8 (2020) 1801-1809, https://doi.
org/10.3201/eid2608.200343.

Ramasamy R. 2014. Zoonotic malaria global overview and research end
policy needs. Frontiers Public Health.2.
http://doi:10.3389/fbubh.2014.00123

Rich, S.M. dan Ayala, F.J. 2006. Evolutionary origin of human malaria
parasite. In K.R. Dronamraju, and Arese (Eds). Malaria : Genet.
Evolut. Aspect (pp. 125-146), New York : Springer.
https://doi.org/10.1007/0- 387-28295-5_6

Rifa, F. N., Ai, D., Fusvita, M., dan Hafizah, I. S. 2020. Gambaran
Berbagai Pewarna DNA dalam Mewarnai DNA Hasil Elektroforesis
pada Gel Agarose (Doctoral dissertation, Politeknik Kesehatan
Kemenkes Bandung).

Riley, E. P. 2010. The endemic seven: Four decades of research on the
Sulawesi macaques. Evolutionary Anthropology: Issues, News, and
Reviews, 19(1), 22—36. https://doi.org/10.1002/evan.20246

Roiz, D., Ruiz, S., Soriguer, R., Figuerola, J. 2014. Climatic effects on
mosquito abundance in Mediterranean wetlands. Parasit Vectors.
2014;7: 333.

Russell, W.M.R., dan Burch, R.L. 1959. The Principles of Humane

Experimental Technique. Wheathampstead: Universities Federation
for Animal Welfare. Diakses pada tanggal 20 Maret 2020

77



Salwati, E., Handayani, S., Dewi, R. M., Mujiyanto. 2017. Kasus Baru
Plasmodium knowlesi pada Manusia di Jambi. Jurnal Biotek
Medisiana Indonesia Vol 6.1 2017 : 39-51.
https://doi.org/10.22435/jbmi.v6i1.1684

Santoso, S. 2008. Rancangan Penelitian. Metodologi Penelitian Biomedis
Edisi, 2, 45-60.

Schmidt, L.H., Fradkin, R., Harrison, J., Rossan, R.N., Squires, W. 1980.
The Course of Untreated Plasmodium inui Infections in Therhesus
Monkey (Macaca mulatta). Am. J. Trop. Med. Hyg. 1980, 29, 158—
169.

Senjarini, K., Hasanah, L. N. U., Septianasari, M. A., Abdullah, M. K.,
Oktarianti, R., dan Wathon, S. 2021. Karakterisasi Berbasis Marka
Molekuler ITS2 Terhadap Sub-spesies Kompleks Anopheles vagus
vagus dan Anopheles vagus limosus. Jurnal Bioteknologi & Biosains
Indonesia (JBBI), 8(2), 174-184.

Sharma, C. dan Awasthi, S.K. 2015. Recent Advances in Antimalarial
Drug Discovery Challenges and Opportunities. Recent Advances in
Antimalarial Drug Discovery Challenges and Opportunities. Bioorg
Med Chem Lett. 2013 May 15; 23(10): 2829-2843.
https://doi.org/10.5772/61191

Sihombing, T. I. E., Wandia, I. N., dan Soma, |. G. 2019. Polimorfisme
Lokus Mikrosatelit D2S1368 pada Populasi Monyet Ekor Panjang di
Pura Puncak Mundi, Pulau Nusa Penida, Klungkung, Bali. Indonesia
Medicus Veterinus 8(6): 806-814

Singh, B., Sung, L.K.., Matusop, A., Radhakrishnan, A., Shamsul, S.S.G,,
Cox-Singh, J., Thomas, A., Conway, D.J. 2004. A large focus of
naturally acquired Plasmodium knowlesi infections in human beings.
Lancet 2004 Mar 27;363(9414):1017-24.
https://doi.org/10.1016/S0140-6736(04)15836-4

Sinka, M. E., Bangs, M. J., Manguin, S., Chareonviriyaphap, T., Anand P
Patil, A. P., Temperley, W. H., Gething, P. W., Elyazar, I. R. F.,
Kabaria, C. W., Harbach, R. E., dan Hay, S. |. 2011. The dominant
Anopheles vectors of human malaria in the Asia-Pacific region:
occurrence data, distribution maps and bionomic précis. Parasites
Vectors 4, 89 (2011). https://doi.org/10.1186/1756-3305-4-89

Sinton, J. A. dan Mulligan, H. W. (1932). A critical review of the literature
relating to the identification of the malarial parasites recorded from
monkeys of the families Cercopithecidae and Colobidae. Record of
the Malaria Survey of India Ill, 357-380.



Siregar, J.E., Faust, C.L., Murdiyarso, L.S., Rosmanah, L., Saepuloh, U.,
Dobson, A. P., dan Iskandriati, D. 2015. Non-invasive surveillance for
Plasmodium in reservoir macaque species. BMC Malaria Journal
2015; 14: 404. PMID: 26459307 Spangler, W. L., Gribble, D.,
Abildgaard, C., Harison, J. 1978. Plasmodium knowlesi Malaria in the
Rhesus Monkey. Vet  Pathol. 1978 Jan;15(1):83-91.
https://doi.org/10.1186/s12936-015-0857-2

Sallum MA, Foster PG, Li C, Sithiprasasna R, Wilkerson RC. Phylogeny of
the leucosphyrus group of Anopheles (cellia) (Diptera: Culicidae)
based on mitochondrial gene sequences. Ann Entomol Soc Am.
2007;100:27-35.

Sugiyono. 2015. Metode Penelitian Kombinasi (Mix Methods). Bandung:
Alfabeta

Sum JE, Lee WC, Amir A, Braima KA, Jefery J, Abdul-Aziz NM, et al.
Phylogenetic study of six species of Anopheles mosquitoes in
Peninsular Malaysia based on inter-transcribed spacer region 2
(ITS2) of ribosomal DNA. Parasit Vectors. 2014;7:309

Sunanti P dan Widarto A. 2020. Buku Panduan Penanganan (Handling)
SatwaPrimata. Direktorat pencegahan dan pengamanan hutan
direktorat jenderal penegakan hukum LHK kementrian lingkungan
hidup dan kehutanan, Jakarta

Supriatna, J. (2019). Field Guide to the Indonesia primates. Pustaka Obor
Indonesia

van de Straat B, Sebayang B, Grigg MJ, Staunton K, Garjito TA,
Vythilingam |, Russell TL, Burkot TR. 2022. Zoonotic malaria
transmission and land use change in Southeast Asia: what is known
about the vectors. Malar J. 2022 Mar 31;21(1):109. doi:
10.1186/s12936-022-04129-2.

Vythilingam, |., dan Hii, J. 2013. Simian Malaria Parasites: Special
Emphasis on Plasmodium knowlesi and Their Anopheles Vectors in
Southeast Asia. Croatia. https://doi.org/10.5772/54491

Vythilingam, |., NoorAzian, Y. M., Huat, T. C., JiraM,, A. I., Yusri, Y. M.,
Azahari, A. H., Nor Parina, |., NoorRain, A., dan Lokman Hakim, S.
2008. Plasmodium knowlesi in humans, macaques and mosquitoes
in Peninsular Malaysia. BMC Parasites & Vectors 2008 Aug
19;1(1):26. DOI: 10.1186/1756-3305-1-26.
https://doi.org/10.1186/1756-3305-1-26

Wang, X., Zhou, G., Zhong, D., Wang, X., Ying, W., Yan, Z., et al. 2016.

79



Life table studies revealed significant effect of deforestation on the
development and survivorship of Anopheles minimus larvae. Parasit
Vectors. 2016;9:323.

Wesolowski R, Wozniak A, Mila-Kierzenkowska C, Szewczyk-Golec K.
2015. Plasmodium knowlesi as a Threat to Global Public Health.
Korean J Parasitol. 2015 Oct;53(5):575-81. doi:
10.3347/kjp.2015.53.5.575.

Wharton, R. H., Eyles, D. E., Warren, M., and Cheong, W. H. 1964.
Studies to determine the vectors of monkey malaria in Malaya.
Annals of Tropical Medicine & Parasitology, 58(1), 56-77.
https://doi.org/10.1080/00034983.1964.11686215

White TJ, Bruns T, Lee S, Taylor T. 1990. Amplification and Direct
Sequencing of Fungal Ribosomal RNA Genes for Phylogenetics. In:
PCR Protocols, a Guide to Methods and Applications 315-322.

Wibowo, A. A, Umniyati, S.R., Hutagalung J., dan Rahayu, T. 2020.
Confirmation of Anopheles balabacensis as natural vector of malaria
caused by Plasmodium knowlesi inhabits forested areas in
Kecamatan Balik Bukit, Western Lampung Regency. E3S Web of
Conferences 151, 01028 (2020), 1st ICVAES 2019.
https://doi.org/10.1051/e3sconf/202015101028

Wilkerson, R. C., Linton, Y. M., dan Strickman, D. 2021. Mosquitoes of the
World (Vol. 1). Johns Hopkins University Press. ISBN 978
1421438146, 1421438143.  https://doi.org/10.1186/s13071-021-
04848-6

William, J dan Pinto, J. 2012. Training Manual on Malaria Entomology for
Entomology and Vector Control Technicians (Basic Level). RTI
International. Pp11-48.

World Health Organization [WHOQO)]. 2013. Malaria entomology and vector
control. WHO Library Cataloguing-in-Publication Data. ISBN 978 92
4 1505819

Wyler, D.J., Miller, L.H.; Schmidt, L.H. Spleen Function in Quartan Malaria
(Due to Plasmodium inui). Evidence for Both Protective and
Suppressive Roles in Host Defense. J. Infect. Dis. 1977, 135, 86—93.

Yap, N.J., Hossain, H., Nada-Raja, T., Ngui, R., Muslim, A., Hoh B-P, et al.
Natural human infections with Plasmodium cynomolgi, P. inui, and 4
other simian malaria parasites, Malaysia. 2021. Emerg Infect
Disease. https://doi.org/10.3201/eid2708.204502

Zhang, X. H., Meaden, P. G., & Austin, B. (2001). Duplication of hemolysin



genes in a virulent isolate of Vibrio harveyi. Appl. Environ.
Microbiol., 67(7), 3161-3167. doi: 10.1128/AEM.67.7.3161-
3167.2001

Zhang, X., Kadir, K. A., Quintanilla-Zarifian, L. F., Villano, J., Houghton, P.,
Du, H., Singh, B., dan Smith, D. G. 2016. Distribution and prevalence
of malaria parasites among long-tailed macaques (Macaca
fascicularis) in regional populations across Southeast Asia. Malaria
journal, 15(1), 450. https://doi.org/10.1186/s12936-016-1494-0

Zogo, B., Koffi, A. A, Alou, L. P .A., Fournet, F., Dahouto, A., Dabiré, R.
K., Baba-Moussa, L., Moiroux, N., dan Pennetier, C. 2019.
Identification and characterization of Anopheles spp. breeding
habitats in the Korhogo area in northern Cote d’'lvoire: a study prior to
a Bti-based larviciding intervention. Parasites Vectors 12, 146 (2019).
https://doi.org/10.1186/s13071-019-3404-0

81






LAMPIRAN

Komposisi reagen untuk master mix
1. Master mix PCR spesies Macaca

Master mix reagen PCR HCO dan LCO

Komponen Volume (ul)
2x MgTag™ HS Red Mix (Bioline) 12,5
40pmol LCO 0,25
40pmol HCO 0,25
ddH20 10
DNA sampel 2
TOTAL 25

2. Master mix PCR spesies Plasmodium pada Macaca dan nyamuk
Anopheles

Master mix reagen PCR primer rPLU1 dan rPLUS

Komponen Volume (ul)
2x MgTag™ HS Red Mix (Bioline) 12,5
10pmol rPLU1/rPLU3 0,4
10pmol rPLU5/ rPLU4 0,4
ddH20 9,7
DNA sampel 2
TOTAL 25
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3. Master mix PCR spesies nyamuk Anopheles

Master mix reagen PCR primer rPLU1 dan rPLUS

Komponen Volume (ul)
2x MgTag™ HS Red Mix (Bioline) 12,5
40pmol ITS 2A 0,25
40pmol ITS2B 0,25
ddH20 10
DNA sampel 2

TOTAL 25




Foto pengerjaan di Lapangan dan Laboratorium

Pengambilan sampel di Lapangan

A

Pengerjaan sampel di Laboratorium
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