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N Valid 119 119 119 119 119 

Missing 0 0 0 0 0 

 

 

 
Frequency Table 
 

 

 

pcr 

 Frequency Percent Valid Percent 

Cumulative 

Percent 

Valid Acinetobacter baumanii 6 5.0 5.0 5.0 

Streptomyces 3 2.5 2.5 7.6 

Acinetobacter bereziniae 10 8.4 8.4 16.0 

Acinetobacter guilloniae 3 2.5 2.5 18.5 

Mannheimia haemolytica 1 .8 .8 19.3 

Escherichia coli 8 6.7 6.7 26.1 

Lactobacillus plantarum 1 .8 .8 26.9 

Bacteriodetes bacterium 4 3.4 3.4 30.3 



55 

 

 

 

Pseudomonas stutzeri 1 .8 .8 31.1 

Klebsiella pneumoniae 6 5.0 5.0 36.1 

Bacillus sp. 1 .8 .8 37.0 

Prevotella denticola 4 3.4 3.4 40.3 

Acinetobacter sp. 13 10.9 10.9 51.3 

Vibrio cholerae 1 .8 .8 52.1 

Haemophilus influenzae 1 .8 .8 52.9 

Rhizobium sp. 1 .8 .8 53.8 

Acinetobacter calcoaceticus 1 .8 .8 54.6 

Acinetobacter junii 1 .8 .8 55.5 

Helicobacter pylori 1 .8 .8 56.3 

Photobacterium ganghwense 1 .8 .8 57.1 

Citrobacter youngae 1 .8 .8 58.0 

Acinetobater schindleri 1 .8 .8 58.8 

Agrobacterium tumafaciens 2 1.7 1.7 60.5 

Bacteriodes fragilis 1 .8 .8 61.3 

Pseudomonas flourescens 1 .8 .8 62.2 

Enterobacter sp. 5 4.2 4.2 66.4 

Shigella sonnei 1 .8 .8 67.2 

Escherichia sp. 3 2.5 2.5 69.7 

Vibrio campbelii 1 .8 .8 70.6 

Prevotella jejuni 1 .8 .8 71.4 

Pseudomonas plecoglossicida 1 .8 .8 72.3 

Pseudomonas sp. 1 .8 .8 73.1 

Pseudomonas mosselii 1 .8 .8 73.9 



56 
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dr rini.sav 

Active Dataset DataSet1 

Filter <none> 

Weight <none> 
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Split File <none> 

N of Rows in Working Data File 119 

Missing Value Handling Definition of Missing User-defined missing values are 

treated as missing. 

Cases Used Statistics for each table are based 

on all the cases with valid data in 

the specified range(s) for all 

variables in each table. 

Syntax CROSSTABS 

  /TABLES=umur_kat 

jenis_kelamin h.pylori BY 

histopatologikanker 

histononkanker 

  /FORMAT=AVALUE TABLES 

  /STATISTICS=CHISQ RISK 

  /CELLS=COUNT ROW 

  /COUNT ROUND CELL. 

Resources Processor Time 00:00:00,00 

Elapsed Time 00:00:00,02 

Dimensions Requested 2 

Cells Available 349496 

 

 

Case Processing Summary 

 

Cases 

Valid Missing Total 
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N Percent N Percent N Percent 

umur_kat * histopatologikanker 119 100.0% 0 0.0% 119 100.0% 

umur_kat * histononkanker 119 100.0% 0 0.0% 119 100.0% 

jenis_kelamin * 

histopatologikanker 

119 100.0% 0 0.0% 119 100.0% 

jenis_kelamin * histononkanker 119 100.0% 0 0.0% 119 100.0% 

h.pylori * histopatologikanker 119 100.0% 0 0.0% 119 100.0% 

h.pylori * histononkanker 119 100.0% 0 0.0% 119 100.0% 

 

 

 
umur_kat * histopatologikanker 
 

 

 

Crosstab 

 

histopatologikanker 

Total kanker non kanker 

umur_kat > 45 Count 15 68 83 

% within umur_kat 18.1% 81.9% 100.0% 

< 45 Count 2 34 36 

% within umur_kat 5.6% 94.4% 100.0% 

Total Count 17 102 119 

% within umur_kat 14.3% 85.7% 100.0% 
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Chi-Square Tests 

 Value df 

Asymptotic 

Significance (2-

sided) 

Exact Sig. (2-

sided) 

Exact Sig. (1-

sided) 

Pearson Chi-Square 3.213a 1 .073   

Continuity Correctionb 2.272 1 .132   

Likelihood Ratio 3.726 1 .054   

Fisher's Exact Test    .091 .060 

Linear-by-Linear Association 3.186 1 .074   

N of Valid Cases 119     

a. 0 cells (,0%) have expected count less than 5. The minimum expected count is 5,14. 

b. Computed only for a 2x2 table 

 

 

Risk Estimate 

 Value 

95% Confidence Interval 

Lower Upper 

Odds Ratio for umur_kat (> 45 / 

< 45) 

3.750 .811 17.349 

For cohort histopatologikanker = 

kanker 

3.253 .784 13.493 

For cohort histopatologikanker = 

non kanker 

.867 .763 .986 

N of Valid Cases 119   
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umur_kat * histononkanker 
 

 

 

Crosstab 

 

histononkanker 

Total kanker ulkus gastritis 

umur_kat > 45 Count 15 31 37 83 

% within umur_kat 18.1% 37.3% 44.6% 100.0% 

< 45 Count 2 3 31 36 

% within umur_kat 5.6% 8.3% 86.1% 100.0% 

Total Count 17 34 68 119 

% within umur_kat 14.3% 28.6% 57.1% 100.0% 

 

 

Chi-Square Tests 

 Value df 

Asymptotic 

Significance (2-

sided) 

Pearson Chi-Square 17.733a 2 .000 

Likelihood Ratio 19.544 2 .000 

Linear-by-Linear Association 13.708 1 .000 
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N of Valid Cases 119   

a. 0 cells (,0%) have expected count less than 5. The minimum expected count is 

5,14. 

 

 

Risk Estimate 

 Value 

Odds Ratio for umur_kat (> 45 / 

< 45) 

a 

a. Risk Estimate statistics cannot be computed. 

They are only computed for a 2*2 table without 

empty cells. 

 

 

 
jenis_kelamin * histopatologikanker 
 

 

 

Crosstab 

 

histopatologikanker 

Total kanker non kanker 

jenis_kelamin laki-laki Count 15 58 73 

% within jenis_kelamin 20.5% 79.5% 100.0% 

perempuan Count 2 44 46 
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% within jenis_kelamin 4.3% 95.7% 100.0% 

Total Count 17 102 119 

% within jenis_kelamin 14.3% 85.7% 100.0% 

 

 

Chi-Square Tests 

 Value df 

Asymptotic 

Significance (2-

sided) 

Exact Sig. (2-

sided) 

Exact Sig. (1-

sided) 

Pearson Chi-Square 6.048a 1 .014   

Continuity Correctionb 4.797 1 .029   

Likelihood Ratio 7.000 1 .008   

Fisher's Exact Test    .015 .011 

Linear-by-Linear Association 5.997 1 .014   

N of Valid Cases 119     

a. 0 cells (,0%) have expected count less than 5. The minimum expected count is 6,57. 

b. Computed only for a 2x2 table 

 

 

Risk Estimate 

 Value 

95% Confidence Interval 

Lower Upper 

Odds Ratio for jenis_kelamin 

(laki-laki / perempuan) 

5.690 1.236 26.185 
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For cohort histopatologikanker = 

kanker 

4.726 1.133 19.720 

For cohort histopatologikanker = 

non kanker 

.831 .728 .948 

N of Valid Cases 119   

 

 

 
jenis_kelamin * histononkanker 
 

 

 

Crosstab 

 

histononkanker 

Total kanker ulkus gastritis 

jenis_kelamin laki-laki Count 15 21 37 73 

% within jenis_kelamin 20.5% 28.8% 50.7% 100.0% 

perempuan Count 2 13 31 46 

% within jenis_kelamin 4.3% 28.3% 67.4% 100.0% 

Total Count 17 34 68 119 

% within jenis_kelamin 14.3% 28.6% 57.1% 100.0% 

 

 

Chi-Square Tests 
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 Value df 

Asymptotic 

Significance (2-

sided) 

Pearson Chi-Square 6.565a 2 .038 

Likelihood Ratio 7.502 2 .023 

Linear-by-Linear Association 5.710 1 .017 

N of Valid Cases 119   

a. 0 cells (,0%) have expected count less than 5. The minimum expected count is 

6,57. 

 

 

Risk Estimate 

 Value 

Odds Ratio for jenis_kelamin 

(laki-laki / perempuan) 

a 

a. Risk Estimate statistics cannot be computed. 

They are only computed for a 2*2 table without 

empty cells. 

 

 

 
h.pylori * histopatologikanker 
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Crosstab 

 

histopatologikanker 

Total kanker non kanker 

h.pylori Infeksi ada Count 4 11 15 

% within h.pylori 26.7% 73.3% 100.0% 

tidak ada Count 13 91 104 

% within h.pylori 12.5% 87.5% 100.0% 

Total Count 17 102 119 

% within h.pylori 14.3% 85.7% 100.0% 

 

 

Chi-Square Tests 

 Value df 

Asymptotic 

Significance (2-

sided) 

Exact Sig. (2-

sided) 

Exact Sig. (1-

sided) 

Pearson Chi-Square 2.149a 1 .143   

Continuity Correctionb 1.147 1 .284   

Likelihood Ratio 1.842 1 .175   

Fisher's Exact Test    .227 .142 

Linear-by-Linear Association 2.131 1 .144   

N of Valid Cases 119     

a. 1 cells (25,0%) have expected count less than 5. The minimum expected count is 2,14. 

b. Computed only for a 2x2 table 
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Risk Estimate 

 Value 

95% Confidence Interval 

Lower Upper 

Odds Ratio for h.pylori (Infeksi 

ada / tidak ada) 

2.545 .705 9.187 

For cohort histopatologikanker = 

kanker 

2.133 .800 5.691 

For cohort histopatologikanker = 

non kanker 

.838 .612 1.147 

N of Valid Cases 119   

 

 

 
h.pylori * histononkanker 
 

 

 

Crosstab 

 

histononkanker 

Total kanker ulkus gastritis 

h.pylori Infeksi ada Count 4 4 7 15 

% within h.pylori 26.7% 26.7% 46.7% 100.0% 

tidak ada Count 13 30 61 104 

% within h.pylori 12.5% 28.8% 58.7% 100.0% 

Total Count 17 34 68 119 

% within h.pylori 14.3% 28.6% 57.1% 100.0% 
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Chi-Square Tests 

 Value df 

Asymptotic 

Significance (2-

sided) 

Pearson Chi-Square 2.193a 2 .334 

Likelihood Ratio 1.892 2 .388 

Linear-by-Linear Association 1.676 1 .195 

N of Valid Cases 119   

a. 2 cells (33,3%) have expected count less than 5. The minimum expected count is 

2,14. 

 

 

Risk Estimate 

 Value 

Odds Ratio for h.pylori (Infeksi 

ada / tidak ada) 

a 

a. Risk Estimate statistics cannot be computed. 

They are only computed for a 2*2 table without 

empty cells. 

 
 

CROSSTABS 

  /TABLES=acinetobacter_baumannii acinetobacter_bereziniae escherichia_coli 

klebsiella_pneumoniae 

    acinetobacter_sp enterobacter_sp stenotrophomonas acinetobacter_gabung escherichia_gabung 
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    enterobacter_gabung pseudomonas_gabung BY histopatologikanker 

  /FORMAT=AVALUE TABLES 

  /STATISTICS=CHISQ RISK 

  /CELLS=COUNT ROW 

  /COUNT ROUND CELL. 

 

 

 

 
Crosstabs 
 

 

 

Notes 

Output Created 22-JAN-2024 20:27:39 

Comments  

Input Data C:\Users\Ariiq\Downloads\dataset 

dr rini.sav 

Active Dataset DataSet1 

Filter <none> 

Weight <none> 

Split File <none> 

N of Rows in Working Data File 119 

Missing Value Handling Definition of Missing User-defined missing values are 

treated as missing. 
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Cases Used Statistics for each table are based 

on all the cases with valid data in 

the specified range(s) for all 

variables in each table. 

Syntax CROSSTABS 

  

/TABLES=acinetobacter_bauman

nii acinetobacter_bereziniae 

escherichia_coli 

klebsiella_pneumoniae 

    acinetobacter_sp 

enterobacter_sp 

stenotrophomonas 

acinetobacter_gabung 

escherichia_gabung 

    enterobacter_gabung 

pseudomonas_gabung BY 

histopatologikanker 

  /FORMAT=AVALUE TABLES 

  /STATISTICS=CHISQ RISK 

  /CELLS=COUNT ROW 

  /COUNT ROUND CELL. 

Resources Processor Time 00:00:00,00 

Elapsed Time 00:00:00,02 

Dimensions Requested 2 

Cells Available 349496 
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Case Processing Summary 

 

Cases 

Valid Missing Total 

N Percent N Percent N Percent 

acinetobacter_baumannii * 

histopatologikanker 

119 100.0% 0 0.0% 119 100.0% 

acinetobacter_bereziniae * 

histopatologikanker 

119 100.0% 0 0.0% 119 100.0% 

escherichia_coli * 

histopatologikanker 

119 100.0% 0 0.0% 119 100.0% 

klebsiella_pneumoniae * 

histopatologikanker 

119 100.0% 0 0.0% 119 100.0% 

acinetobacter_sp * 

histopatologikanker 

119 100.0% 0 0.0% 119 100.0% 

enterobacter_sp * 

histopatologikanker 

119 100.0% 0 0.0% 119 100.0% 

stenotrophomonas * 

histopatologikanker 

119 100.0% 0 0.0% 119 100.0% 

acinetobacter_gabung * 

histopatologikanker 

119 100.0% 0 0.0% 119 100.0% 

escherichia_gabung * 

histopatologikanker 

119 100.0% 0 0.0% 119 100.0% 

enterobacter_gabung * 

histopatologikanker 

119 100.0% 0 0.0% 119 100.0% 
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pseudomonas_gabung * 

histopatologikanker 

119 100.0% 0 0.0% 119 100.0% 

 

 

 
acinetobacter_baumannii * histopatologikanker 
 

 

 

Crosstab 

 

histopatologikanker 

Total kanker non kanker 

acinetobacter_baumannii dominan Count 0 6 6 

% within 

acinetobacter_baumannii 

0.0% 100.0% 100.0% 

tidak dominan Count 17 96 113 

% within 

acinetobacter_baumannii 

15.0% 85.0% 100.0% 

Total Count 17 102 119 

% within 

acinetobacter_baumannii 

14.3% 85.7% 100.0% 

 

 

Chi-Square Tests 
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 Value df 

Asymptotic 

Significance (2-

sided) 

Exact Sig. (2-

sided) 

Exact Sig. (1-

sided) 

Pearson Chi-Square 1.053a 1 .305   

Continuity Correctionb .183 1 .669   

Likelihood Ratio 1.902 1 .168   

Fisher's Exact Test    .592 .388 

Linear-by-Linear Association 1.044 1 .307   

N of Valid Cases 119     

a. 1 cells (25,0%) have expected count less than 5. The minimum expected count is ,86. 

b. Computed only for a 2x2 table 

 

 

Risk Estimate 

 Value 

95% Confidence Interval 

Lower Upper 

For cohort histopatologikanker = 

non kanker 

1.177 1.089 1.272 

N of Valid Cases 119   

 

 

 
acinetobacter_bereziniae * histopatologikanker 
 

 



76 

 

 

 

 

Crosstab 

 

histopatologikanker 

Total kanker non kanker 

acinetobacter_bereziniae dominan Count 0 10 10 

% within 

acinetobacter_bereziniae 

0.0% 100.0% 100.0% 

tidak dominan Count 17 92 109 

% within 

acinetobacter_bereziniae 

15.6% 84.4% 100.0% 

Total Count 17 102 119 

% within 

acinetobacter_bereziniae 

14.3% 85.7% 100.0% 

 

 

Chi-Square Tests 

 Value df 

Asymptotic 

Significance (2-

sided) 

Exact Sig. (2-

sided) 

Exact Sig. (1-

sided) 

Pearson Chi-Square 1.820a 1 .177   

Continuity Correctionb .769 1 .381   

Likelihood Ratio 3.232 1 .072   

Fisher's Exact Test    .354 .200 

Linear-by-Linear Association 1.804 1 .179   

N of Valid Cases 119     
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a. 1 cells (25,0%) have expected count less than 5. The minimum expected count is 1,43. 

b. Computed only for a 2x2 table 

 

 

Risk Estimate 

 Value 

95% Confidence Interval 

Lower Upper 

For cohort histopatologikanker = 

non kanker 

1.185 1.093 1.284 

N of Valid Cases 119   

 

 

 
escherichia_coli * histopatologikanker 
 

 

 

Crosstab 

 

histopatologikanker 

Total kanker non kanker 

escherichia_coli dominan Count 1 7 8 

% within escherichia_coli 12.5% 87.5% 100.0% 

tidak dominan Count 16 95 111 

% within escherichia_coli 14.4% 85.6% 100.0% 

Total Count 17 102 119 
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% within escherichia_coli 14.3% 85.7% 100.0% 

 

 

Chi-Square Tests 

 Value df 

Asymptotic 

Significance (2-

sided) 

Exact Sig. (2-

sided) 

Exact Sig. (1-

sided) 

Pearson Chi-Square .022a 1 .881   

Continuity Correctionb .000 1 1.000   

Likelihood Ratio .023 1 .879   

Fisher's Exact Test    1.000 .680 

Linear-by-Linear Association .022 1 .882   

N of Valid Cases 119     

a. 1 cells (25,0%) have expected count less than 5. The minimum expected count is 1,14. 

b. Computed only for a 2x2 table 

 

 

Risk Estimate 

 Value 

95% Confidence Interval 

Lower Upper 

Odds Ratio for escherichia_coli 

(dominan / tidak dominan) 

.848 .098 7.364 

For cohort histopatologikanker = 

kanker 

.867 .131 5.732 
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For cohort histopatologikanker = 

non kanker 

1.022 .778 1.343 

N of Valid Cases 119   

 

 

 
klebsiella_pneumoniae * histopatologikanker 
 

 

 

Crosstab 

 

histopatologikanker 

Total kanker non kanker 

klebsiella_pneumoniae dominan Count 1 5 6 

% within klebsiella_pneumoniae 16.7% 83.3% 100.0% 

tidak dominan Count 16 97 113 

% within klebsiella_pneumoniae 14.2% 85.8% 100.0% 

Total Count 17 102 119 

% within klebsiella_pneumoniae 14.3% 85.7% 100.0% 

 

 

Chi-Square Tests 

 Value df 

Asymptotic 

Significance (2-

sided) 

Exact Sig. (2-

sided) 

Exact Sig. (1-

sided) 
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Pearson Chi-Square .029a 1 .864   

Continuity Correctionb .000 1 1.000   

Likelihood Ratio .028 1 .867   

Fisher's Exact Test    1.000 .612 

Linear-by-Linear Association .029 1 .865   

N of Valid Cases 119     

a. 1 cells (25,0%) have expected count less than 5. The minimum expected count is ,86. 

b. Computed only for a 2x2 table 

 

 

Risk Estimate 

 Value 

95% Confidence Interval 

Lower Upper 

Odds Ratio for 

klebsiella_pneumoniae (dominan 

/ tidak dominan) 

1.213 .133 11.066 

For cohort histopatologikanker = 

kanker 

1.177 .186 7.455 

For cohort histopatologikanker = 

non kanker 

.971 .674 1.399 

N of Valid Cases 119   

 

 

 
acinetobacter_sp * histopatologikanker 
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Crosstab 

 

histopatologikanker 

Total kanker non kanker 

acinetobacter_sp dominan Count 1 12 13 

% within acinetobacter_sp 7.7% 92.3% 100.0% 

tiidak dominan Count 16 90 106 

% within acinetobacter_sp 15.1% 84.9% 100.0% 

Total Count 17 102 119 

% within acinetobacter_sp 14.3% 85.7% 100.0% 

 

 

Chi-Square Tests 

 Value df 

Asymptotic 

Significance (2-

sided) 

Exact Sig. (2-

sided) 

Exact Sig. (1-

sided) 

Pearson Chi-Square .518a 1 .472   

Continuity Correctionb .090 1 .764   

Likelihood Ratio .596 1 .440   

Fisher's Exact Test    .690 .414 

Linear-by-Linear Association .514 1 .474   

N of Valid Cases 119     

a. 1 cells (25,0%) have expected count less than 5. The minimum expected count is 1,86. 

b. Computed only for a 2x2 table 
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Risk Estimate 

 Value 

95% Confidence Interval 

Lower Upper 

Odds Ratio for acinetobacter_sp 

(dominan / tiidak dominan) 

.469 .057 3.859 

For cohort histopatologikanker = 

kanker 

.510 .073 3.534 

For cohort histopatologikanker = 

non kanker 

1.087 .911 1.297 

N of Valid Cases 119   

 

 

 
enterobacter_sp * histopatologikanker 
 

 

 

Crosstab 

 

histopatologikanker 

Total kanker non kanker 

enterobacter_sp dominan Count 1 4 5 

% within enterobacter_sp 20.0% 80.0% 100.0% 

tidak Count 16 98 114 
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% within enterobacter_sp 14.0% 86.0% 100.0% 

Total Count 17 102 119 

% within enterobacter_sp 14.3% 85.7% 100.0% 

 

 

Chi-Square Tests 

 Value df 

Asymptotic 

Significance (2-

sided) 

Exact Sig. (2-

sided) 

Exact Sig. (1-

sided) 

Pearson Chi-Square .139a 1 .709   

Continuity Correctionb .000 1 1.000   

Likelihood Ratio .127 1 .722   

Fisher's Exact Test    .544 .544 

Linear-by-Linear Association .138 1 .710   

N of Valid Cases 119     

a. 2 cells (50,0%) have expected count less than 5. The minimum expected count is ,71. 

b. Computed only for a 2x2 table 

 

 

Risk Estimate 

 Value 

95% Confidence Interval 

Lower Upper 

Odds Ratio for enterobacter_sp 

(dominan / tidak) 

1.531 .161 14.588 
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For cohort histopatologikanker = 

kanker 

1.425 .233 8.716 

For cohort histopatologikanker = 

non kanker 

.931 .597 1.451 

N of Valid Cases 119   

 

 

 
stenotrophomonas * histopatologikanker 
 

 

 

Crosstab 

 

histopatologikanker 

Total kanker non kanker 

stenotrophomonas dominan Count 6 14 20 

% within stenotrophomonas 30.0% 70.0% 100.0% 

tidak dominan Count 11 88 99 

% within stenotrophomonas 11.1% 88.9% 100.0% 

Total Count 17 102 119 

% within stenotrophomonas 14.3% 85.7% 100.0% 

 

 

Chi-Square Tests 
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 Value df 

Asymptotic 

Significance (2-

sided) 

Exact Sig. (2-

sided) 

Exact Sig. (1-

sided) 

Pearson Chi-Square 4.848a 1 .028   

Continuity Correctionb 3.428 1 .064   

Likelihood Ratio 4.104 1 .043   

Fisher's Exact Test    .039 .039 

Linear-by-Linear Association 4.807 1 .028   

N of Valid Cases 119     

a. 1 cells (25,0%) have expected count less than 5. The minimum expected count is 2,86. 

b. Computed only for a 2x2 table 

 

 

Risk Estimate 

 Value 

95% Confidence Interval 

Lower Upper 

Odds Ratio for 

stenotrophomonas (dominan / 

tidak dominan) 

3.429 1.093 10.758 

For cohort histopatologikanker = 

kanker 

2.700 1.130 6.451 

For cohort histopatologikanker = 

non kanker 

.788 .586 1.058 

N of Valid Cases 119   
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acinetobacter_gabung * histopatologikanker 
 

 

 

Crosstab 

 

histopatologikanker 

Total kanker non kanker 

acinetobacter_gabung dominan Count 1 34 35 

% within acinetobacter_gabung 2.9% 97.1% 100.0% 

tidak dominan Count 16 68 84 

% within acinetobacter_gabung 19.0% 81.0% 100.0% 

Total Count 17 102 119 

% within acinetobacter_gabung 14.3% 85.7% 100.0% 

 

 

Chi-Square Tests 

 Value df 

Asymptotic 

Significance (2-

sided) 

Exact Sig. (2-

sided) 

Exact Sig. (1-

sided) 

Pearson Chi-Square 5.289a 1 .021   

Continuity Correctionb 4.049 1 .044   

Likelihood Ratio 6.724 1 .010   

Fisher's Exact Test    .022 .015 
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Linear-by-Linear Association 5.244 1 .022   

N of Valid Cases 119     

a. 0 cells (,0%) have expected count less than 5. The minimum expected count is 5,00. 

b. Computed only for a 2x2 table 

 

 

Risk Estimate 

 Value 

95% Confidence Interval 

Lower Upper 

Odds Ratio for 

acinetobacter_gabung (dominan 

/ tidak dominan) 

.125 .016 .983 

For cohort histopatologikanker = 

kanker 

.150 .021 1.088 

For cohort histopatologikanker = 

non kanker 

1.200 1.066 1.351 

N of Valid Cases 119   

 

 

 
escherichia_gabung * histopatologikanker 
 

 

 

Crosstab 
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histopatologikanker 

Total kanker non kanker 

escherichia_gabung dominan Count 1 10 11 

% within escherichia_gabung 9.1% 90.9% 100.0% 

tidak dominan Count 16 92 108 

% within escherichia_gabung 14.8% 85.2% 100.0% 

Total Count 17 102 119 

% within escherichia_gabung 14.3% 85.7% 100.0% 

 

 

Chi-Square Tests 

 Value df 

Asymptotic 

Significance (2-

sided) 

Exact Sig. (2-

sided) 

Exact Sig. (1-

sided) 

Pearson Chi-Square .267a 1 .605   

Continuity Correctionb .004 1 .948   

Likelihood Ratio .297 1 .586   

Fisher's Exact Test    1.000 .512 

Linear-by-Linear Association .265 1 .607   

N of Valid Cases 119     

a. 1 cells (25,0%) have expected count less than 5. The minimum expected count is 1,57. 

b. Computed only for a 2x2 table 

 

 

Risk Estimate 
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 Value 

95% Confidence Interval 

Lower Upper 

Odds Ratio for 

escherichia_gabung (dominan / 

tidak dominan) 

.575 .069 4.805 

For cohort histopatologikanker = 

kanker 

.614 .090 4.197 

For cohort histopatologikanker = 

non kanker 

1.067 .871 1.307 

N of Valid Cases 119   

 

 

 
enterobacter_gabung * histopatologikanker 
 

 

 

Crosstab 

 

histopatologikanker 

Total kanker non kanker 

enterobacter_gabung domina Count 2 5 7 

% within enterobacter_gabung 28.6% 71.4% 100.0% 

tidak dominan Count 15 97 112 

% within enterobacter_gabung 13.4% 86.6% 100.0% 

Total Count 17 102 119 

% within enterobacter_gabung 14.3% 85.7% 100.0% 
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Chi-Square Tests 

 Value df 

Asymptotic 

Significance (2-

sided) 

Exact Sig. (2-

sided) 

Exact Sig. (1-

sided) 

Pearson Chi-Square 1.240a 1 .266   

Continuity Correctionb .310 1 .578   

Likelihood Ratio 1.024 1 .312   

Fisher's Exact Test    .262 .262 

Linear-by-Linear Association 1.229 1 .268   

N of Valid Cases 119     

a. 1 cells (25,0%) have expected count less than 5. The minimum expected count is 1,00. 

b. Computed only for a 2x2 table 

 

 

Risk Estimate 

 Value 

95% Confidence Interval 

Lower Upper 

Odds Ratio for 

enterobacter_gabung (domina / 

tidak dominan) 

2.587 .460 14.556 

For cohort histopatologikanker = 

kanker 

2.133 .604 7.539 
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For cohort histopatologikanker = 

non kanker 

.825 .513 1.325 

N of Valid Cases 119   

 

 

 
pseudomonas_gabung * histopatologikanker 
 

 

 

Crosstab 

 

histopatologikanker 

Total kanker non kanker 

pseudomonas_gabung dominan Count 0 5 5 

% within pseudomonas_gabung 0.0% 100.0% 100.0% 

tidak dominan Count 17 97 114 

% within pseudomonas_gabung 14.9% 85.1% 100.0% 

Total Count 17 102 119 

% within pseudomonas_gabung 14.3% 85.7% 100.0% 

 

 

Chi-Square Tests 

 Value df 

Asymptotic 

Significance (2-

sided) 

Exact Sig. (2-

sided) 

Exact Sig. (1-

sided) 
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Pearson Chi-Square .870a 1 .351   

Continuity Correctionb .078 1 .780   

Likelihood Ratio 1.578 1 .209   

Fisher's Exact Test    1.000 .456 

Linear-by-Linear Association .863 1 .353   

N of Valid Cases 119     

a. 2 cells (50,0%) have expected count less than 5. The minimum expected count is ,71. 

b. Computed only for a 2x2 table 

 

 

Risk Estimate 

 Value 

95% Confidence Interval 

Lower Upper 

For cohort histopatologikanker = 

non kanker 

1.175 1.088 1.269 

N of Valid Cases 119   

 
 


