Daftar Pustaka

Alsayed, S.S.R., Gunosewoyo, H., 2023. Tuberculosis:
Pathogenesis, Current Treatment Regimens and New Drug
Targets. Int J Mol Sci.

Blanc, L., Gilleron, M., Prandi, J., Song, O. ryul, Jang, M.S., Gicquel,
B., Drocourt, D., Neyrolles, O., Brodin, P., Tiraby, G., Vercellone,
A., Nigou, J., 2017. Mycobacterium tuberculosis inhibits human
innate immune responses via the production of TLR2 antagonist
glycolipids. Proc Natl Acad SciU S A 114, 11205-11210.

Cadena, A.M., Flynn, J.L., Fortune, S.M., 2016. The importance of
first impressions: Early events in Mycobacterium tuberculosis
infection influence outcome. mBio.

Cerqueira-Rodrigues, B., Mendes, A., Correia-Neves, M., Nobrega,
C., 2018. Ag85-focused T-cell immune response controls
Mycobacterium avium chronic infection. PLoS One 13.

Chai, Q., Zhang, Y., Liu, C.H., 2018. Mycobacterium tuberculosis: An
adaptable pathogen associated with multiple human diseases.
Front Cell Infect Microbiol.

Cobelens, F., Suri, R.K., Helinski, M., Makanga, M., Weinberg, A.L.,
Schaffmeister, B., Deege, F., Hatherill, M., 2022. Accelerating
research and development of new vaccines against tuberculosis:
a global roadmap. Lancet Infect Dis.

Dayal, R., Agarwal, D., Bhatia, R., Bipin, C., Yadav, N.K., Kumar, S.,
Narayan, S., Goyal, A., 2018. Tuberculosis Burden among
Household Pediatric Contacts of Adult Tuberculosis Patients.
Indian J Pediatr 85, 867-871.

Ernst, J.D., Cornelius, A., Bolz, M., 2019. Dynamics of
Mycobacterium tuberculosis Ag85B revealed by a sensitive
enzyme-linked immunosorbent assay. mBio 10.

Esteban, J., Garcia-Coca, M., 2018. Mycobacterium biofilms. Front
Microbiol.

Fihiruddin, Artama, W.T., Wibawa, T., Mertaniasih, N.M., 2020a.
Cloning, expression and T cell epitope prediction of fopA and
fopB genes of Mycobacterium tuberculosis clinical isolates.
Journal of Microbiology, Biotechnology and Food Sciences 9,
998-1002.

Fihiruddin, Artama, W.T., Wibawa, T., Mertaniasih, N.M., 2020b.
Cloning, expression and T cell epitope prediction of fopA and
fbpB genes of Mycobacterium tuberculosis clinical isolates.
Journal of Microbiology, Biotechnology and Food Sciences 9,
998-1002.

43



Fuchs, M., Kampfer, S., Helmsing, S., Spallek, R., Oehlmann, W.,
Prilop, W., Frank, R., Dubel, S., Singh, M., Hust, M., 2014. Novel
human recombinant antibodies against Mycobacterium
tuberculosis antigen 85B. BMC Biotechnol 14.

Global Tuberculosis reporT 2022, 2022a.

Global Tuberculosis reporT 2022, 2022b.

Gutiérrez-Gonzalez, L.H., Juarez, E., Carranza, C., Carreto-Binaghi,
L.E., Alejandre, A., Cabello-Gutiérrrez, C., Gonzalez, Y., 2021.
Immunological aspects of diagnosis and management of
childhood tuberculosis. Infect Drug Resist.

Gygli, S.M., Borrell, S., Trauner, A., Gagneux, S., 2017. Antimicrobial
resistance in Mycobacterium tuberculosis: Mechanistic and
evolutionary perspectives. FEMS Microbiol Rev.

Jiang, Y., Liu, H., Li, M., Li, G., Pang, H., Dou, X., Zhao, X., Wan, K.,
2015. Single nucleotide polymorphism in Ag85 genes of
Mycobacterium tuberculosis complex: Analysis of 178 clinical
isolates from China and 13 BCG strains. Int J Med Sci 12, 126—
134.

Junqueira-Kipnis, A.P., De Oliveira, F.M., Trentini, M.M., Tiwari, S.,
Chen, B., Resende, D.P., Silva, B.D.S., Chen, M., Tesfa, L.,
Jacobs, W.R., Kipnis, A., 2013. Prime-boost with Mycobacterium
smegmatis recombinant vaccine improves protection in mice
infected with Mycobacterium tuberculosis. PLoS One 8.

Karbalaei Zadeh Babaki, M., Soleimanpour, S., Rezaee, S.A., 2017.
Antigen 85 complex as a powerful Mycobacterium tuberculosis
immunogene: Biology, immune-pathogenicity, applications in
diagnosis, and vaccine design. Microb Pathog.

Kaufmann, S.H.E., 2021. Vaccine Development Against Tuberculosis
Over the Last 140 Years: Failure as Part of Success. Front
Microbiol.

Kaufmann, S.H.E., Weiner, J., von Reyn, C.F., 2017. Novel
approaches to tuberculosis vaccine development. International
Journal of Infectious Diseases.

Kaul, S., Nair, V., Birla, S., Dhawan, S., Rathore, S., Khanna, V.,
Lohiya, S., Ali, S., Mannan, S., Rade, K., Malhotra, P., Gupta,
D., Khanna, A., Mohmmed, A., 2022. Latent Tuberculosis
Infection Diagnosis among Household Contacts in a High
Tuberculosis-Burden Area: a Comparison between Transcript
Signature and Interferon Gamma Release Assay. Microbiol
Spectr 10, 1-11.

Kruh-Garcia, N.A., Murray, M., Prucha, J.G., Dobos, K.M., 2014.
Antigen 85 variation across lineages of Mycobacterium

44



tuberculosis-Implications for vaccine and biomarker success. J
Proteomics 97, 141-150.

Machova, M., 2021. Phylogenetic trees and other evolutionary
diagrams in biology textbooks and their importance in secondary
science education. Scientia in educatione 12, 16—-36.

Maekura, R., Kitada, S., Osada-Oka, M., Tateishi, Y., Ozeki, Y.,
Fujikawa, T., Miki, M., Ogawa, J., Mori, M., Matsumoto, S., 2019.
Serum antibody profiles in individuals with latent Mycobacterium
tuberculosis infection. Microbiol Immunol 63, 130-138.

Mertaniasih, N.M., Handijatno, D., Perwitasari, A.D.S., Dewi,
D.N.S.S., Fanani, M.Z., Afifah, 1.Q., 2016. Sequence Analysis of
the Gene Region Encoding ESAT-6, Ag85B, and Ag85C
Proteins from Clinical Isolates of Mycobacterium tuberculosis.
Procedia Chem 18, 225-230.

Moguche, A.O., Musvosvi, M., Penn-Nicholson, A., Plumlee, C.R.,
Mearns, H., Geldenhuys, H., Smit, E., Abrahams, D., Rozot, V.,
Dintwe, O., Hoff, S.T., Kromann, |., Ruhwald, M., Bang, P.,
Larson, R.P., Shafiani, S., Ma, S., Sherman, D.R., Sette, A.,
Lindestam Arlehamn, C.S., McKinney, D.M., Maecker, H.,
Hanekom, W.A., Hatherill, M., Andersen, P., Scriba, T.J., Urdahl,
K.B., 2017. Antigen Availability Shapes T Cell Differentiation and
Function during Tuberculosis. Cell Host Microbe 21, 695-706.e5.

Montalla, V., n.d. Mycobacterium tuberculosis: An Overview of its
General Characteristics, Pathophysiology, and Future
Directions.

Mufida, D.C., Aziz, A.M., Misturiansyah, N.I., 2023. Potential of B-
Cell Epitopes Protein Ag85 Complex Mycobacterium
tuberculosis as Serodiagnostic Antigen of Tuberculosis by in
Silico Study. Journal of Biomedicine and Translational Research
9, 7-13.

Ndzi, E.N., Nkenfou, C.N., Pefura, EW.Y., Mekue, L.C.M., Guiedem,
E., Nguefeu, C.N., Ngoufack, M.N., Elong, E., Yatchou, L.G.,
Ndjolo, A., Kuiate, J.R., 2019. Tuberculosis diagnosis: algorithm
that May discriminate latent from active tuberculosis. Heliyon 5,
e02559.

Nisa, A., Counoupas, C., Pinto, R., Britton, W.J., Triccas, J.A., 2022.
Characterization of the Protective Immune Responses Conferred
by Recombinant BCG Overexpressing Components of
Mycobacterium tuberculosis Sec Protein Export System.
Vaccines (Basel) 10.

Rodriguez-Rivera, F.P., Zhou, X., Theriot, J.A., Bertozzi, C.R., 2018.
Acute Modulation of Mycobacterial Cell Envelope Biogenesis by

45



Front-Line Tuberculosis Drugs. Angewandte Chemie -
International Edition 57, 5267-5272.

Rohit, A., Maiti, B., Shenoy, S., Karunasagar, |., 2016. Polymerase
chain reaction-restriction fragment length polymorphism (PCR-
RFLP) for rapid diagnosis of neonatal sepsis. Indian Journal of
Medical Research 143, 72—78.

Schrager, L.K., Vekemens, J., Drager, N., Lewinsohn, D.M., Olesen,
O.F., 2020. The status of tuberculosis vaccine development.
Lancet Infect Dis 20, e28—e37.

Shakya, M., Ahmed, S.A., Davenport, K.W., Flynn, M.C., Lo, C.C.,
Chain, P.S.G., 2020. Standardized phylogenetic and molecular
evolutionary analysis applied to species across the microbial
tree of life. Sci Rep 10.

Stritt, C., Reitsma, M., Goig, G., Doétsch, A., Borrell, S., Beisel, C.,
Brites, D., Gagneux, S., 2024. Large contribution of repeats to
genetic variation in a 1 transmission cluster of Mycobacterium
tuberculosis 2.

Tameris, M., Geldenhuys, H., Luabeya, A.K.K., Smit, E., Hughes,
J.E., Vermaak, S., Hanekom, W.A., Hatherill, M., Mahomed, H.,
McShane, H., Scriba, T.J., 2014. The candidate TB vaccine,
MVASS5A, induces highly durable Thl responses. PLoS One 9.

WHO, 2021. Global Tuberculosis Report 2021. Geneva.

Xu, Z.M., Zwyer, M., Brites, D., Hiza, H., Sasamalo, M., Reinhard,
M., Doetsch, A., Borrell, S., Naret, O., Rueger, S., Lawless, D.,
Isihaka, F., Temba, H., Maroa, T., Naftari, R., Beisel, C., Hella,
J., Reither, K., Portevin, D., Gagneux, S., Fellay, J., 2023.
Genome-to-genome analysis reveals associations between
human and mycobacterial genetic variation in tuberculosis
patients from Tanzania.

Yang, Z., Davila, J., Zhang, L., Marrs, C.F., Durmaz, R., 2010.
Assessment of the genetic diversity of Mycobacterium
tuberculosis esxA, esxH, and fopB genes among clinical isolates
and its implication for the future immunization by new
tuberculosis subunit vaccines Ag85B-ESAT-6 and Ag85B-
TB10.4. J Biomed Biotechnol 2010.

Yong, Y.K., Tan, H.Y., Saeidi, A., Wong, W.F., Vignesh, R., Velu, V.,
Eri, R., Larsson, M., Shankar, E.M., 2019. Immune Biomarkers
for Diagnosis and Treatment Monitoring of Tuberculosis: Current
Developments and Future Prospects. Front Microbiol.

Zhang, Z., Guo, K., Pan, G., Tang, J., Guo, F., 2017. Improvement of
phylogenetic method to analyze compositional heterogeneity.
BMC Syst Biol 11.

46



Lampiran

Lampiran 1. List Sampel

©O© 00 NOoO 0o WDN PP Z
o

NNDNNNNRNNNRRRRRRRPR R PR
0 ~No RN WNEREPEOOOWM-NOOOOMNWNIERO

Ag85 A
MDR332R
MDR278M
MDR350R
RO12SUS
RO11
MDR335
MDR342R
MDR2119
MDR164
MDR191M
MDR330M
PL123
MDRO54R
MDRO04R
PL152
MDR318M
MDR275
MDR357
MDR127
MDR107
MDR284
MDR374
PL107
MDR154X
MDR117M
MDR305
MDR288
MDR123X

Ag85 B
MDR332R
MDR335
MDR350R
RO12SUS
R042
MDR342R
MDR324M
MDR2119
RO11
MDR191M
MDR330M
MDR327X
PL123
MDR117M
PL114
MDRO54R
PL152
MDR318M
MDRO60
MDR357
MDR183M
MDRO61X
MDR127
MDR148A
MDR125M
MDR165M
MDR139M
MDR280M

Ag85C
MDR335
R012SUS
RO11
MDR332R
MDR342R
MDR165M
MDR164
MDR327X
PL123
MDRO54R
MDRO04R
PL152
MDR318M
MDR357
MDRO061X
MDR350R
MDR284M
MDR101
MDR341M
MDR148A
MDR125M
MDR319M
MDR154X
MDR291X
MDR117M
MDR305
MDR288
MDR123X

47



29
30
31
32
33
34
35
36
37
38
39
40

MDRX148
MDR356
LO14
MDR137R
MDRX188R
MDR337
MDR151X
MDR131M
MDR291X
MDR130M
MDR286M
MDRRO025

MDR319
MDR154X
MDR291X
C006SUS
X6975
MDR123X
LO14
C007SUS
125M
139M
BL7(183M)
BL10

MDR152X
X148
X019SUS
MDR356B
LO14
C007SUS
MDR137R
MDR120
MDR130M
X188R
341M
MDR287

48



Lampiran 2. Dokumentasi

@ e @) | ¢ I CLASS 18 1 8orE AT

Fle  Home et fegelsyout Fommiss Deta

mutatonsite  Chain Stat Enc

peptide

wt
s [T Y ]

. wt Y T ) u
y protse A . w 8

gizegin

= MHCHARGIGIN BCELWTRPFE B-CELLTHRIOARG BCRu = + |

49



