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LAMPIRAN

Lampiran 2. Gen Pengkode fbpA pada Genom Mycobacterium tuberculosis
H37Rv

Mycobacterium tuberculosis H37Rv, complete genome

GenBank: CP003248.2

GenBank Graphics

>CP003248.2:4265809-4266707 Mycobacterium tuberculosis H37Rv, complete genome
TCTGTTCGGAGCTAGGCGCCCTGGGGCGCGGGCCCGGTGTTGGGCGTGGCACCCAGTGCCCGTTGCAGGT
CGGGCTTCATAGCGTTGAGCTGCGCGCCCCAGTACTCCCAGCTGTGCGTACCGCTGTCCGGGAAGTCGAA
CACGCCGTTGTGGCCGCCACCGGCGTTGTAGGCGTCTTGGAACTTGATGTTGCTGGTCCGCACGAAGCCC
TCGAGGAACTTGGCCGGCAGGTTGTTGCCACCCAGATCCGACGGCTTGCCGTTGCCGCAGTACACCCAGA
CGCGGGTGTTGTTGGCGATCAGCTTCCCGACGTTCAACAGCGGGTCGTTGCGCTGCCACGCCGGGTCCTC
CTTCGGGCCCCACATGTCGGAGGCCTTGTAGCCGCCAGCGTCACCCATCGCCAGGCCGATCAGGGTGGGA
CCCATCGCCTGGGAGGGGTCCAACAGGCCCGACATCGCTCCCGCGTAGACGAACTGCTGGGGGTGATAGA
TCGCCAGCGTCAGCGCCGAAGAAGCAGCCATCGAAAGACCGACGACGGCGCTTCCGGTGGGCTTGACGTG
CCTGTTGGCCTGCAGCCACCCCGGCAGCTCGCTGGTCAGGAAGGTCTCCCACTTGTAAGTCTGGCAACCG
GCCTTGCCGCAGGCGGGCTGGTACCAGTCGGAGTAGAAGCTTGACTGGCCACCCACCGGCATGACCACCG
ACAGGCCCGACTGGTCGTACCACTCGAACGCCGGGGTGTTGATGTCCCAGCCGCTGAAGTCGTCCTGCGC
GCGCAGGCCGTCGAGCAGGTACAGGGCGGGCGAGTTGGCACCACCACTTTGGAATTGGACCTTGATGTCA
CGGCCCATCGACGGCGACGGCACCTGCAGGTACTCCACCGGCAAGCCCGGCCGGGAAAA



https://www.ncbi.nlm.nih.gov/nucleotide/CP110619.1?report=genbank&log$=nuclalign&blast_rank=13&RID=9WR8FNT0013&from=4272042&to=4272940
https://www.ncbi.nlm.nih.gov/nuccore/CP110619.1?report=graph&rid=9WR8FNT0013%5bCP110619.1%5d&tracks=%5bkey:sequence_track,name:Sequence,display_name:Sequence,id:STD1,category:Sequence,annots:Sequence,ShowLabel:true%5d%5bkey:gene_model_track,CDSProductFeats:false%5d%5bkey:alignment_track,name:other%20alignments,annots:NG%20Alignments|Refseq%20Alignments|Gnomon%20Alignments|Unnamed,shown:false%5d&v=4271998:4272984&appname=ncbiblast&link_loc=fromHSP

Lampiran 3. Hasil BLAST Sampel

A. Hasil BLAST Sampel B1

Quory: Mane Query 10: lcl|Query 1216383 Length: 585

sMycobacterium tuberoculasis strain H3PRw-1 chromosome, Complote gonome

Zoquonce 100 OP118619.1 Length: 4417342
Rango 1: 4272842 o 4272599

Soorc:168d bits(856), Expect:d.a@,
ldentitics: 867 FB68(99E), Gaps:d/868(8X), Strand: Plus/Plus

Quory T
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Quory  THT

TCTETTOGEAEE TAGEOEDDE TEEEEIEIEEEOIIGETE T TGEG0E TGELEDDIEE TEDT

FHHrr e rmmm
TCTGET TOBEAGE TAGE0G00C TEEEE0G0EEE0006E TG T TGEE0E T GECAD0LAE TG0

DETTECARGTORREET TCATASDE T TEARE TEDE0E0 0O CAG TAC TODCAGI TG TEOETA

FEHrm e
O T TE0AGE TOBEECT TOATAE0E T TEAGE TE0E0G0000AE AL TODTAEE TETE0ETA

TG TODEEEANG TOGABCA0G00ET T6 TEE00E0CA00GE0ET TGTARE0ETCT 166
||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
T TODEEEANE TOGABCADG00E T 16 TEE00E0CA00GE0ET TETAGE0ETCT 166

AECTTEATET TECTEE TODEIADEARGIDE TORAGEAAE T TEE00GEIAGGET TET TE00A

LR e e e e e i e e e
AR T TEATET TG0 TEETCOBLANGARGOCT TORAEGEAR T TEEC0EECAGET TET TEI0A

DDA TODEROEEC T TEDDE T TED DG CRG TAC A AR GDEEETET TET TEE0EATE

LR e e e e e i e e e
COCAGA TOCARDEEE T TGOOET TE0DGCAE TAC AT COARAIGOGEETET TG T TBE0EATE

AGECTTODDGACET TCARCAGOGEETOET TH0GC TS0CADG00GEE TOC TOC T TOGGEE000
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
BGCT TODDEA0ET TCARCAGEEETOE T TE0EC TE0CA0G00EEG TOC TOC T T0EGEGE000

CACA TG TOGEAGE0C T TE TAGCOG0CAE0E TOAOOCA TOGOCAGEODEA T CAGEE TEEEA
R,
TEE00E0CAE0E TCA00CA TOR0CAGE00EA TCAMEEE TEEEA

CECATETOSERGEDC TG

A TG0 TEGEEAEGGE T DCASCAGETO0GACA oG TOODG0E TAGADGASC TECTEE
LR e
A TR0 THEEAEG6E T DCASCAGE000GEACA TORC TODDE0E THES0GASE TECTEE

GEGETIGA TAGA TOGOCAGOE TCAGDGODGARGARGCAGTCA TOGAARGAODGADEA0EE0G
LR
TOS0CAGE0E TCAEG00EANGASECAE0CA TOGAAREADDGADSA0EE0G

GEETGATAGA
CTTO0GETEEECT TEADE TG00 TET THE0C THCAS0CADO00GE0AGT TOGE TG TOAEE
LR
CTTO0EETEEE0T TGA0E TG00 TE T TEE00 TE0AE0CA0000EE0AGET TORE TEET0AEE
B T TODEAC T T TASE T TEECARDOEE0C T TEO0EAGE0HEEE TEGE TAOCAETOE

LR e
AREETC TODCAC T TS TARSE T TEECARDOGE0CT TE00ECAGE0GEEC THETAOCAETOR

e cipoe e plcon oo ironironac o clo e snacioeoc canaciom oo pachps

FHrrnrrrn e rmm
a3 TAGARGE T TEAC TEG0CAC DT ADRE0A TEAD A DGR AGGOCOERT 116G TOE TAL

A TOEARDGODEEEE T T TEATE TOOLAGCOE TARG TOE TOC TE0E0E0GAGE00E
FHHrrm e
A TOGABDGODEEEETET TEA TE TOOLAGO0GEE TEARG TOE TOC TG0E0E0GLAGE00E

TR B TR R GG ERET TR T Al TT TEEAAT TEEEDC T TEATE TS

FErrm e e mm
TOGRGCAGE T AL AEEE0GEEE0EAET TEECACCAOCAC T T TEEAAT THEE0CT TERTETCA

OEEDOCATOEADREIEADGEIACATEIA  HFY

T TR e e
OEE0CCA T DGR GEOEAOGECECC TELA

4772141

4272151

42722271

4ZFZ7HL

4ZF234]

4Z724d1

42728a]

A2F2L21

AZTF2LH]

AZT2641

42727d1

726

4I72Tal

TBH

4772821

4772841
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B. Hasil BLAST Sampel B2

Query: Mane Query 10: lcl|Query 91875 Length: 8587

sMycobacterium tuberculasis strain H3TRv-1 chromosome, complobo goname

Sequence 10: OP118619.1 Length: 2417342
Range 1: 4772847 to 4272914

Zooro:1688 bits(86&), Expect:d.a,
Idontitics:859/97a099%), Gaps:lrfEmafax), strand: Plus/Plus

Lhpct 4272141

Lhjct 4272151

Lhjct 4272221

Lhyct 43722H1

Lojct 427234]

Lhjct 4772481

Lhpct 4272481

Lhpct 4272571

Lhjct 42725Hl

Lhjct 4272541

Lhyct 437271

CQuory 728

Lohjct  4I2727al

CQueory 788

Lhjct  4I72HZ]

Lhpct 4I72EH]

TCTEET TOGEAGEE TAGE0S00C TEEEE0G0EEE0005E TET THGE05 TEEIACCCAG TE
LT ernrenernm
BEEOE00 TEEEE0E0EEE000EE TE T TEEE0E TEECA000AETE

TCT-GT TOEGEEECT,

oG T TECAGE TOEEEC T TCATAGDE T TEREC TEOEDED OO CAE TAC TODCAGC TETE0ET

L e
COGT TGCAGETORGEC T TCATAGOET TERGE TEOEOE000CAE AL TODCAGE TG TGEOET

AODEC TG TOOEEEARG TOEARCRDEDIET TG TEE00E0CADDEEIE T TETAGEDETCTTG

T errrnerernrrrnnem
BT TG TODGEEAMG TOEAGCADG00E T 16 TGE00E0CA00EE0GT TG TAGE0ETCT 16

GAREC TTGATETTGCTGE TODGEADGEARGIDT TOGRGERA. TTEED0GEIAGETTETTEID

GAE TTEATG T TEC GG TODE R GARG DO TOGRGEARC T TEED0GECAGET TETTEIC

B DCRSA TGRS T TE00ET TEO OGRS TR R DO RGROGOEGE TE T TET TEE0EAT

T
BCCCAGA TODEADGEE T TE00ET TE00ECAG T ACADDCAGROE0EEETET TG T TEE0EAT

CAGC T TOODGEA0E T TCARCAGOSGETOS T TE05C TE00ACGOCGEETOC TOC T TOSE60C
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
CAEC T TODDGER0ET TCASCAE0SGET0E T TGOS0 TE0LADS00EEETOC TOC T TOSE60C

CCACATE TOGEAEE0CT TG TAGO0G0CAG0E TCADDCA TOGOCAEE00GEA TOAGEE TGS
L
TEE00E0CAE0E TCACOCA TOBOCAEE00EA TOAEEE TH6E

DCECATGTOGERGEICTTE

BCTCA TG0 TEEEAGEEE T ARCAEEO00EACA TG TOOCG0E TAGRDGARC TECTE
L e rrnm
BT B0 T AEEEE T AR AEEODDEACA O TOOOE0E TAGRDGART TEC TG

GEEETEATAGE

TG0 TCAGOEO DGR BEAMECAGCCA TOGARBEACDGADEA0EET
FErrnrrnrrrnrrrnnrrnrrnnem
TG CCAG0E TG OGO GGG AT CA T OEANERAD DGR EAOEET

GEGETEATAGE

GLTTOOEETEEEC T TEARDG TGO TET TeE0C TECAEDCRD DD DGEIRGE TOG TEE TOAG

FErrrnrrnnrrnnerrnrernnem
LT 006G TEEEC T TEAOE TG00 TET TEE0C TELAE0CACODDEE0AGT TOEE TE6 TCAS

GAREGETC DDA TTGTARG T TGEEARDIGEIC T TEDDGIAGEIEEEI TEE TADDAG T

FErrrrnrrrnrrnnrernnrererm
CGRBGEE T TODCAD T TG TABE TC TEELABCOGE0C T IG00GCAEE0GEEEE THE TACCAGTC

GERGTRGREGTT

TR TEEOCAC AT CEECA TR CACDGACAGECCCAAC TG
||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
TEECCADOCACDEECA TEACCAD DGR AGEOODEE TEE

GERETAGRRETTTERD

OO TOGARDGODGEEEETET TEATE TOOCAGO0GE TEARE TR TOC TE0G0G0GCAGE0C
Ly
OCAC TORAA0E00EEEETET TG4 TE TOOCAE00GT TGARE TOE 0D TE0E0E0E0AEE0C

GTOGAGTAGE TACAGEE0EGE0EAGT THECACCATCAC T TTGEART TEEADC T TEATETE
L
GTOGAGECAGE T A AEEE0EEE0EAET TEECACACCACT

TIGEAATTGEAEDCTTGATGTE

BOGEDOCATOGROEEOEROEECROTTENE 8377

FEOEEE e e
BOGEOOCA TR RO GAT GEC AT TECAG

47727aa

7IT

AJ7275a

r-E

AZFZE2E

477288



C. Hasil BLAST Sampel B3

Quory: Mane Query 10: lcl|Query_ 17515 Length: 599

sMycobacterium tuberculosis strain H3FRw-1 chromosome, complote gonome

Zoquonce 10: OP118619.1 Lengbh: 4417347
Range 1: 4272844 o 4372914

Soore:1682 hits(857), Ewpect:d.a@,
Identities:B67 f867(188%), Gaps:@/867(8X), Strand: Plus/Plus

Cuery 13

thjct 4772844
Quory T3
thjct 4772184
Quory 133

Lojct 4272164

Quory 193

Lhjct 4272524

CQueory 553

Lhjct 42725E4

CQuery 613

Quory &7r3

Lojct 4Z7ZRaa

Quory 733

Lhjct 4Z7ZFe4

TETTOEEAECT

BEECOO TEEEEOEOEEE0D0EETE T TEEGE0E TBECAC OO TEO00E
LR e e e e e e e e e e
BGECEOOC TEEEEEIEEE0D0EETE T TEEGE0E TGEECACOCAE TEO00E

TETTOEEAGECT

TTECEEE TOGEE T TOA TAGOET TiakE TG00 DOTAE TAD TODDAGE TETE0E TADT

TTECEEE TOGEE T TCA TAGOET TiakE TGO DOTEE TAD TODDAGE TETE0E TADT

T TODEEERAE TOGASCAOG00ET TE TEE00E0CA00EE0E T TG TAEE0ETC T TEESS
||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
TG TODEEERAE TGRS G00E T 1E TEE00E0CA00EE0E T TG TAEE0ETC T TEESS

CTTGATGTTGCTREGE

TODGLADEARGOOC TOGAEERSE T TEE00GECAEET TET TE00AIT
||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
TODGLADEAMGUOC TOGAEERS T TEE00GELAEET TET TE00AIT

CTTGATGTTGCTRGE

CEGA TODESDEEET TE00E T TED0E0AE TALARDDCAERDEIEEE TG T TET TeE0EA TN

CEGA TODESDEECT TE00E T TEDDE0AE TALARDDCAERDEIEEE TG T TET TeE0EA TN

CTTOO0GSDET

TOASCAGDEEETOE T TE0EC TH0CA0G00SGE 00 TOCT TOREE0000A
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
TTCO0GRDET TCABCAGIGEETOST TGS TG0CACGO0GEETOC TOCT TOSEG0000A

CATETOBEAGE0CT T TAGI0G0CAG0E T CADDCA TOGOAGEO0GEA TCAGEE TGEEAIC
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
CATETOBEAGE0CT TG TAGI0G0CAG0E T LADDCA TOGOUAGE00GEA TCAGEE TGEEA0C

AT OGO TR T DR R R D O DRl TG TOOOE0E TAGROGARC TEC TEE5EE

L
CATOG0C TEEEAEEEGTOCARCAGEO00EACA TG TOD0G0E TAGRDSART TEC TEEEE

TR T A T DR O T B R R B R D TR B R D R R T
i

LR e e e e e e e e e
GTGA TAGEA OO AGOE T ARG A SEARGT AR A T A AR CEADGAOEEOEE T

plusccplccempicuchjcamichplccamice. cav snnac cw. e miceple ]

LR e e e e e e e
TOOEGTEEEE T IGAOE TGO TET TR0 TECAGO AT OO DEECAGT TOEE TEETLAGEAS

GETCTOOCED T TETA8E T TEECALD OGN T OO A TEE TR DG TOGGA

LR e e e e e e e e e
GETC TODCAD T TG T ARG T TEECARNDGECC T TE0ECAGE0GEET 166 TACCAGTOGES

[ap-e o mplcon oo ronironic cacoaronacioroc cnnaciom (ool e o Poae]

EEEE e e e e e e eenren e e
GTAGRAGET TR TEE0CEDOCAD0EE0A RO DR AEE000EAL THETOE TAOCA

CTOEASDGIDEEEETET TR TG TODLAGDOEE TEARKE TOE TO TEDEDE0EIAREIIGETT

HEEEren e e e e e e e
CTOGEASOE00EEEETE T TEATE TODCAE00GE TEASET0E 100 TE0E0E0E0AEE00ETC

A A T A A DDA T TG CAD RO TR T TTEEAAT TEEADC T TRATETIAEDE

LR e e e e e e e
GRELAEETHLAEEEUEEE0EAET TELACCAOCAL T T TEEAAT TEES0CT TEATETCALE

GOOCATOEADEEIRADREIADI TR0  B79

L
GOCCATOEADGE0EA0GE0A0C TG0AG 2514

7z

4272143

13z

AZF21A3

182

AZF2223

ZhZ

AZF2ZHE3

31z

42723483

Irz

4772443

43z

4J724853

4J72523

L2

4ZFZ5H3

alz

4272543

&7z

4ZFZna3

Faz

AZFZFa3

AZFZEZ3

BLZ

AZFZEHI



D. Hasil BLAST Sampel B4

Bucry: Mone Query 10: lcl|Query Sasa? Lpl'.‘fgth:.-H-B’El

sMycobacterium tuberculosis strain H3FRw-1 chromosome, complote gonome

Zoquonce 10: OP118619.1 Lengbh: 4417347
Range 1: 47728450 o 4272339

Soore:1585 hits(858), Ewpect:d.a@,
Identities:Ba2/862(995), Gaps:@/8sa({ai), Strand: Plus/Plus

Query 14
shjct 4772845
Query 74
shjct 4272185
Quary 138

Lhjct 4272165

Quory 194

Quory 314

Lhjct 4272345

CQuery 374

Lhpct 4272525

CQueory  Gha

Lhpct 4272585

Cuery 614

Quory &7va

Lhjct 4AZ7IRga

Quory 734

Lhjct 4AZ7IThA

TTOEEAECT

BEECEOO TEEEOEOEEE0D0EE TG T TEEE0E TEECACCCAE TEO00ET
||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
BEECE0O TEEEEOEOEEE0C0EETE T TEEE0E TEECACCCAE TEOC0ET

TTOEEAECT

GOAGETOEGEC T TCATASDE T TR TEOG0GO OO CAGE T TODCRGE TE TG TADDS

GOAGETOEGEE T TCATASDE T TaAEE TEOGDEO OO CAGE T TODCRGE TE TG TADDS

TETEEEDETCT TEEARIT

T TODEGERAE TORASCADG00E T TE TEE00E00AC0EE0ET
LHEEE R e e e e e eee e e
T TODEGERSE TOGASLAOG00E T TE TEE00E0CAC0EE0ET

TETEEEDETCT TEEARIT

TEATET TECTEE TOOEEADGARGIDE TOGRGEANT T TEE0DGEIAGET TET TDIAEDDIA

TEATET TECTEE TODEEADGARGIDE TOGRGEANT T TEE0DGEIAGET TET TEDIAEDDIA
GATODEADGEET TE00E T TE0DG0AE TARCARDDCAGROEIEEE TET TET TEE0EATIAGTT

GATODEADGEET TE00E T TEDDE0AE TARCADDCAGROGIEEE TET TET TEE0EATIAGTT

TODDGADET TCARCAG0EEE TOS T TH0EC TH00SDE00EEE TOC TOCT TOGEE0000ETA
LHErrrrrnrrnnrrr e
TOODGADET TCARCAGOGEETOET TH0E0 TG00A0G00EEE TOC TOC T TOGGE0000ACA

TETOGEAEE0CT TE T AGDOG0CAE0E TCADDTA TOGCCAGEI0GA TOAGEE THEGATT0A
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
TGETOGEAGEE0CT TET AGDOG0CAE0E TCADD0A TOGCCAGEI0GA TOAGEE THEGATT0A

TG0 MHEEAGEEE T LA AGECOCGACA TOGE TOCDE0G TAGACGASC THC TGEEEET
FEERrn e e e
TG0 MGEEAGGEE T CLASCAGE0O0GACA TOGE TODDE0G TAGADGAST THC TGEEEET

Al e ae e s be e a caa et e il e et caat e et Sl s S e s e s s a s i e
|

LR e e e i e e e e e e
AT AGA OGO AGOE T O AR AU EARGALGC AT A TORARAGAT DEAC AN BEOEC T TE

DEETEEEET TEEDE TEOC TG T TeE0E TECAEO AR DODERGE TG TEGE TG RARNGE

LR e e e e e e e e
CEETEEGECT TEACETEOC TG T TGE0C TGO AGD AT CODEEAGE TG TEE T CAGEAMES

TCTCOCEC TTE TARAE T TEEEARDOEE0C T TSI AREDEEEE TOG TADCAE TDGEAET
|

LR e e e e e e e
T TOOCAC T T TASETC TEELASC CEGE0C T TGO CGLAGEIREEE TG TADCAE TOREAET

e ompleonconronironic oo onronacioroc cnsacom [coh pachpon e o )
|

R e e e e er e e e e e
BEARGET T TEAC TEE0CAO0CAODEE0A TEAEOCAODEACAEE0D0ER. THE TOE T AT

OEASDEODGEEETET TERA TG TODLAGDDEE TRARKE TOE TO TEDEDE0ERAREIIE TOSA

Ny
OEAACGO0EEEETET TGATE TOOCAE00E0 TEAAETOE Ol TE0E0E0ECAEE00GE TOER

A T AR EDEAE T TRECADCADTA T TTEEAAT TEEADCT TEATE TIEIGET

LR e e e e e e e er e
GLAGETALMEEE0EEE0GEE T TEELEDCADCAC T T TGEAST TEGAOC T TGATE TLAIEET

CCATOEADGEOEADRIARDITEIA  HFT

FEOEERREERnn e
A TGO GEOGROGECACC TE0A

73

4272145

133

AZTZ1ab

153

AZT2IZh

Zb3a

AZT2ZEL

313

AZFZ34h

373

4772445

433

4J72455

4J72L25

ELE]

4ZTZ5EL

al3

LZT2Ha5

&a73

AZ7ZNd5

733

AZFITab

AZTZEZL

Bha

AZTZEHL



E. Hasil BLAST Sampel B5

Query: Mane Query 10: lcl|Query 1186577 Length: 553

sMycobacterium tuberculosis strain H3TRw-1 chromosome, complote gonome

Loquence 100 OP118619.1 Lengbh: 4417947
Range 1: 4372844 to 472583

Soore:1594 bits(863), Expect:d.d,
ldentitics:865/866(995), Gaps:d/866(8K), Strand: Plus/Plus

Query 11

thjct 4772848
Query Tl
thjct 4772184
Quory 131

Lhjct 4272164

CQuery 191

CQuery 311

Lojct &4ZFZasd

Quory 371

Lhjct 4272524
CQuery 551

Lojct 4Z7ZhLES

Cuery &l11

Query &71

Lojct 4Z7ZRaa

CQuery 731

Lhjct 4272764

TETTTEEAGE TAGGDEDOC TEEEEIEIEEEIIIGETET TERGDE TREIAEDDIAG THDDDE

FELE TR e e e e e e een e e
TG TRGEAGE TAGEOEOC TEEEE0E0EEECD0EETET TEEE0E TEECACCAE TE000E

TTGCAGETOSEGECT TOATAGOET TEAGT THOG0E0000AG AT TODCASE TETH0E TADD
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
TTGCAGETOSEECT TEAEC TG0S0G000CAETAC TODCAGCTE

TG TOOEEANE TOERARCAOGO0E T T TEE00R0CAC0EE06T TG TARE0ETC T TEGERS
||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
TG T OO EEEANE TORARCBCGO0GET TE TGE0DGCCACCEEET TG TAGEOETC T TEGERAR

CTTGATET TECTEE T COGCA0GARGOCC TOGAEEAAT T TEEC0GG0AGET TET TG0TADC
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
TOOGLADEAAGU0C TOSAEGASE T TEE00EE0AEET 1ET NE00ATT

CTTGATGTTGCTRGE

CEGA TODESDEECT TE00E T TED0E0AE TACARDDCAERDEIEEE TG T TET TeE0EA TN

FEEER R e e e e e i e e e
CAGA TODGACEGE T TEO0ET TEOCA0AGE T AT O ARACGOREETET TG T TGE0GA TOAS

CTTOO0EADET TCAACAGOGEETOET TG00 TE0CADGO0GEETOC TOC T TOSEG0000A
LR
CTTO00ESDET TCASCAE0EEETOET IO TE0CA0E00EEETOC TOC T TOSEG0000A

CATETOGESEE0CT TG TaEDOE0CAE0E DDA TG0 DRG0 G TORGRE TGEEMRI

LR e e e e e e e e
CATE TOREAGE0C T TE TSGR0 OGO AE0E T CCA TGO ARG DA TEAGEE TEEEAIT

CATOG0C TEEEAEEEE T O AACAEEO00EACA TG TOD0G0E TAGRDSART T TEEEE
L e

CATOEDE TEEEAREEE TOCALLAREDDDEACA TOEE TODDE0E TAGRDGAND TR TEE0EG

GTEA TGN

O A T B DA A ST AT A TR AR AGAT DEATEADEEOGEC T
LR e e e e i e e e e e
OGO GO TGO A AGA G AT A TR AGAT DEA EADEEOEC T

ETEA TGN

TOOEETEEEE T TEE0E TG00 TET TEE0C TECAGOCACDOOGECAGT TOSC THETCAGEAA
LR e

TOOEETEEEE T TEARDE TGO TG T TR0 TeiASDTAD DD DG IART TOGE TRG TLAREAS

GETCTOOCED T TETA8E T TEECALD OGN T OO A TEE TR DG TOGGA

FETrr e rmm
3 T TODCAC T TETARE TC TEECABDOEE0CT TE00GCAGE0HGEE TEE T AOCAE TOEE!

T AGARGT T TEAC TG0 OCADOGE0A TGO DA DGR AGEOODGAC THETOG TADDA
TR rrrrrn e
GTAEARGET TR TEE0CA0CADOEE0A RO CAODGACAEE000EAC TEE TG TADCA

CTOEREDGOOGEEETET TEA TG TOOCAGD0EE TEAAE TOG TOC TEDEDE0GAG00E T

L
CTOGABDEO0EEEETET TEA TG TOOCAGO0GE TEANETOE O TE0G0E0ECAGE00ETE

GAGCAGE TACAGEE0GGE0GAGT THECACCADTAT T TIGEAAT THER0C T TEATETCADE
LR e e
GAELAGETALAEEE0EEE0GAE T TEECA0LATCACT

TIEEAET TEEADCT TEATETLADG

Bia

GODCA TORACEE0ERCEGECAOC TECA
FHrrnrem
GODCA TOGADGE0EA0EGEIACC TE0A

4272339

4272143

133

AJ72V53

15d

4272723

25

AZF2ZHE3

314

47723483

Ima

AZF28a3

433

LZT2853

AZFZL23

55

4ZFZ5H3

ala

AZT2643

and

4z72na3

734

AZFZFa3

4772823

g&=a

AZFZEHI
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