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       Gambar 1. Timbangan Analitik                            Gambar 2. Vortex 
 

          Gambar 3. Gelas Erlenmeyer                            Gambar 4. Gelas Ukur 

 

    

Gambar 5. Elektroforesis                            Gambar 6. UV Transiluminator 
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Gambar 7. Mesin PCR    Gambar 8. Mikropipet 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

  Gambar 9. Centrifuge    Gambar 10. Spin down 

  

 

 

 

 

 

 

 

 

 

 

   

 

     

 Gambar 11. Cetakan Agar    Gambar 12. Microwave 
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Gambar 1. Larutan Buffer TAE                        Gambar 2. Larutan Buffer TE  

  

  

 

 

 

 

 

 

 

 

Gambar 3. Tip Putih       Gambar 4. Tip Kuning 

 

 

 

 

 

 

 

 

 

 

Gambar 5. ddH2O Steril            Gambar 6. Agarose 

Lampiran 2. Dokumentasi bahan yang digunakan 
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Gambar 8. Aquades                     Gambar 7. Alkohol 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 Gambar 9. Glove 
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